Feature ID Probe Set IDSupplementary Table 4. Decreased transcripts (signal ratio ≤ 0.5) after administration of Selaginella doederleinii fraction
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Annotation
Gene Accession Gene Symbol


Gene DescriptionmRNA Accession mRNA Source



mRna - Description

TC0100000019.r	6928,789

18499,16

0,374546142

-1,416784635 2Down

NM_001106217 Lrp11

low density lipop NM_001106217 RefSeq

Rattus norvegicus low density lipoprotein receptor-r

TC0100000093.r	66,00111

155,9231

0,4232927

-1,240272486 2Down

NM_024137

Hivep2

human immunod NM_024137

RefSeq

Rattus norvegicus human immunodeficiency virus ty

TC0100000143.r	294,8286

1127,682

0,261446578

-1,935411907 2Down

ENSRNOT00000 Nhsl1

Protein Nhsl1

ENSRNOT00000 ENSEMBL

Protein Nhsl1

TC0100000306.r	194,163

497,9565

0,389919601

-1,358751413 2Down

NM_198051

Trmt11

tRNA methyltran NM_198051

RefSeq

Rattus norvegicus tRNA methyltransferase 11 homo

TC0100000313.r	83,05536
TC0100000403.r	55,99167
TC0100000475.r	84,99862

166,7777
203,9067
288,1424

0,498000392
0,274594557
0,294988242

-1,005781217 2Down
-1,864625065 2Down
-1,761270644 2Down

NM_001012060 Rnf146
NM_001190999 Plekhg1 NM_001039343 Zdhhc14

ring finger protei NM_001012060 RefSeq pleckstrin homol NM_001190999 RefSeq zinc finger, DHH NM_001039343 RefSeq

Rattus norvegicus ring finger protein 146 (Rnf146), Rattus norvegicus pleckstrin homology domain cont Rattus norvegicus zinc finger, DHHC-type containin

TC0100000484.r	35,5503

165,9673

0,214200629

-2,22296538 2Down

NM_001113371

Synj2

synaptojanin 2

NM_001113371

RefSeq

Rattus norvegicus synaptojanin 2 (Synj2), transcript

TC0100000487.r	104,4427
TC0100000615.r	647,1958
TC0100000684.r	8,400956
TC0100000736.r	5,800426
TC0100000792.r	1050,631
TC0100000845.r	84,17651

285,4941
2896,106
18,87081
16,39079
2819,979
170,5797

0,365831378
0,223471033
0,445182586
0,353883248
0,372566959
0,493473198

-1,450749272 2Down
-2,161840257 2Down
-1,167530934 2Down
-1,498654626 2Down
-1,424428361 2Down
-1,018956366 2Down

NM_001109137 Tulp4 NM_001107465 Chd1 NM_001009511 Vom1r30 NM_001107478 Zbtb45 NM_001191620 Zfp418 NM_001106223 Fiz1

tubby like protein NM_001109137 RefSeq chromodomain h NM_001107465 RefSeq vomeronasal 1 reNM_001009511 RefSeq zinc finger and B NM_001107478 RefSeq zinc finger protei NM_001191620 RefSeq FLT3-interacting NM_001106223 RefSeq

Rattus norvegicus tubby like protein 4 (Tulp4), mRN Rattus norvegicus chromodomain helicase DNA bin Rattus norvegicus vomeronasal 1 receptor 30 (Vom Rattus norvegicus zinc finger and BTB domain cont Rattus norvegicus zinc finger protein 418 (Zfp418), Rattus norvegicus FLT3-interacting zinc finger 1 (Fiz

TC0100000927.r	89,08631

239,5672

0,371863552

-1,427154744 2Down

NM_173837

Bbc3

Bcl-2 binding co NM_173837

RefSeq

Rattus norvegicus Bcl-2 binding component 3 (Bbc3

TC0100000939.r	11,97825
TC0100000940.r	158,8171
TC0100000981.r	44,69688
TC0100001023.r	28,69523
TC0100001049.r	24,1055
TC0100001066.r	62,54161

31,32654
600,421
91,26891
64,74963
60,71049
152,584

0,382367475
0,264509569
0,489727334
0,443172108
0,397056588
0,409883146

-1,386968285 2Down
-1,918608179 2Down
-1,029949372 2Down
-1,174061011 2Down
-1,332583463 2Down
-1,286715425 2Down

NM_001107480 Strn4 NM_001013895 Prkd2 NM_001107483 Irf2bp1 NM_001170324 Ceacam20 NM_001191622 Phldb3 ENSRNOT00000 Zfp526

striatin, calmodul NM_001107480 RefSeq protein kinase D NM_001013895 RefSeq interferon regulat NM_001107483 RefSeq carcinoembryoni NM_001170324 RefSeq pleckstrin homol NM_001191622 RefSeq zinc finger protei ENSRNOT00000 ENSEMBL

Rattus norvegicus striatin, calmodulin binding protei Rattus norvegicus protein kinase D2 (Prkd2), mRNA Rattus norvegicus interferon regulatory factor 2 bind Rattus norvegicus carcinoembryonic antigen-related Rattus norvegicus pleckstrin homology-like domain, zinc finger protein 526 [gene_biotype:protein_coding

TC0100001112.r

168,0704

372,4212

0,451291172

-1,147869536 2Down

NM_001012065 Adck4

aarF domain con NM_001012065 RefSeq

Rattus norvegicus aarF domain containing kinase 4

TC0100001142.r

36,25901

93,46967

0,387922735

-1,366158765 2Down

mRNARGD7646 LOC102554136 zinc finger protei mRNARGD7646 Rat Genome Dat zinc finger protein 60-like

TC0100001223.r	28,84978

80,88044

0,356696625

-1,487230528 2Down

mRNARGD7562 Zfp569

INTERACTS WI mRNARGD7562 Rat Genome Dat INTERACTS WITH ammonium chloride AND N-nitr

TC0100001348.r	195,2696

595,9114

0,32768227

-1,609630482 2Down

ENSRNOT00000 LOC690000

similar to CG374 ENSRNOT00000 ENSEMBL

similar to CG3740-PA [gene_biotype:protein_coding

TC0100001357.r	9,46922

23,34369

0,405643666

-1,301715132 2Down

mRNARGD6644 LOC100360896 rCG64362-like

mRNARGD6644 Rat Genome Dat rCG64362-like

TC0100001392.r	128,6892
TC0100001473.r	559,2198
TC0100001541.r	69,81602

394,6343
1133,372
192,5995

0,326097351
0,493412401
0,362493257

-1,616625372 2Down
-1,019134119 2Down
-1,463973937 2Down

LOC690343.aSe Zfp141 NM_001108481 Rras NM_001039037 Zdhhc13

zinc finger protei LOC690343.aSe Ace View related RAS viral NM_001108481 RefSeq zinc finger, DHH NM_001039037 RefSeq

zinc finger protein 141
Rattus norvegicus related RAS viral (r-ras) oncogen Rattus norvegicus zinc finger, DHHC-type containin

TC0100001544.r	2928,982

15539,58

0,188485274

-2,407476279 2Down

NM_138529

Nav2

neuron navigator NM_138529

RefSeq

Rattus norvegicus neuron navigator 2 (Nav2), mRN

TC0100001603.r	491,0772
TC0100001604.r	21,5918
TC0100001821.r	178,9303
TC0100001822.r	62,57029
TC0100001849.r	104,1276
TC0100001856.r	274,8355

1037,724
50,61907
437,0302
146,1701
252,0001
1047,335

0,473225251
0,426554656
0,409423193
0,428064905
0,413204598
0,262414127

-1,079401039 2Down
-1,229197483 2Down
-1,288335264 2Down
-1,224098534 2Down
-1,275071787 2Down
-1,930082704 2Down

LOC691435.aSe LOC691435
NM_001107516 Tubgcp5 NM_001108487 Aen NM_001008510 Isg20 NM_001134563 Zfp710 NM_001170462 Sema4b

hypothetical prot LOC691435.aSe Ace View tubulin, gamma c NM_001107516 RefSeq apoptosis enhan NM_001108487 RefSeq interferon stimula NM_001008510 RefSeq zinc finger protei NM_001134563 RefSeq sema domain, im NM_001170462 RefSeq

hypothetical protein LOC691435
Rattus norvegicus tubulin, gamma complex associat Rattus norvegicus apoptosis enhancing nuclease (A Rattus norvegicus interferon stimulated exonuclease Rattus norvegicus zinc finger protein 710 (Zfp710), Rattus norvegicus sema domain, immunoglobulin do

TC0100001857.r	1557,486

3677,951

0,423465674

-1,239683064 2Down

mRNARGD7507 Gdpgp1

ENCODES a pro mRNARGD7507 Rat Genome Dat ENCODES a protein that exhibits GDP-D-glucose p

TC0100001899.r	312,6214

636,9291

0,490826059

-1,026716248 2Down

NM_001107534 Eftud1

elongation factor NM_001107534 RefSeq

Rattus norvegicus elongation factor Tu GTP binding

TC0100002070.r	141,7743

391,2736

0,362340572

-1,464581739 2Down

NM_053417

Gab2

GRB2-associate NM_053417

RefSeq

Rattus norvegicus GRB2-associated binding protein

TC0100002073.r	119,311
TC0100002078.r	19,07161
TC0100002081.r	267,1553

444,9254
40,7625
1164,665

0,268159561
0,46787145
0,229383814

-1,898836402 2Down
-1,095815897 2Down
-2,124164499 2Down

NM_001109151 Kctd21 ENSRNOT00000 Kctd14 ENSRNOT00000 Rsf1

potassium chann NM_001109151 RefSeq potassium chann ENSRNOT00000 ENSEMBL remodeling and s ENSRNOT00000 ENSEMBL

Rattus norvegicus potassium channel tetramerizatio potassium channel tetramerization domain containin remodeling and spacing factor 1 [gene_biotype:prot

TC0100002088.r	447,2966

1366,892

0,327236241

-1,611595561 2Down

NM_017198

Pak1

p21 protein (Cdc NM_017198

RefSeq

Rattus norvegicus p21 protein (Cdc42/Rac)-activate

TC0100002100.r	162,4558

369,6353

0,439502937

-1,186055288 2Down

NM_001191630 Prkrir

protein-kinase, in NM_001191630 RefSeq

Rattus norvegicus protein-kinase, interferon-inducibl

TC0100002118.r

45,95834

99,71812

0,460882536

-1,117528994 2Down

NM_012910

Arrb1

arrestin, beta 1

NM_012910

RefSeq

Rattus norvegicus arrestin, beta 1 (Arrb1), mRNA.

TC0100002256.r	10,52049

21,61269

0,486773743

-1,038676746 2Down

NM_001000167 Olr153

olfactory recepto NM_001000167 RefSeq

Rattus norvegicus olfactory receptor 153 (Olr153), m

TC0100002326.r	28,70885

66,74129

0,43015126

-1,217084031 2Down

ENSRNOT00000 LOC100912217 olfactory recepto ENSRNOT00000 ENSEMBL

olfactory receptor 10A3-like [gene_biotype:protein_c

TC0100002350.r	2219,626

5236,449

0,42388

-1,238272199 2Down

NM_001107545 Ipo7

importin 7

NM_001107545 RefSeq

Rattus norvegicus importin 7 (Ipo7), mRNA.

TC0100002364.r	59,48071

183,0567

0,324930527

-1,621796805 2Down

NM_031544

Ampd3

adenosine mono NM_031544

RefSeq

Rattus norvegicus adenosine monophosphate deam

TC0100002493.r	19,9058
TC0100002509.r	644,3652

53,41976
1760,638

0,372629903
0,365983922

-1,424184641 2Down
-1,450147825 2Down

NM_001127650 Anks4b NM_001108503 Polr3e

ankyrin repeat anNM_001127650 RefSeq polymerase (RN NM_001108503 RefSeq

Rattus norvegicus ankyrin repeat and sterile alpha m Rattus norvegicus polymerase (RNA) III (DNA direct

TC0100002545.r	1282,843

7683,353

0,166963954

-2,58239142 2Down

NM_019158

Aqp8

aquaporin 8

NM_019158

RefSeq

Rattus norvegicus aquaporin 8 (Aqp8), mRNA.

TC0100002575.r	2066,308
TC0100002588.r	58,54849

4606,312
130,0631

0,448581859
0,450154502

-1,156556817 2Down
-1,151507847 2Down

NM_133380 NM_030585

Il4r Rabep2

interleukin 4 rece NM_133380 rabaptin, RAB G NM_030585

RefSeq RefSeq

Rattus norvegicus interleukin 4 receptor (Il4r), mRN Rattus norvegicus rabaptin, RAB GTPase binding ef

TC0100002639.r	289,1657

729,029

0,396644989

-1,33407977 2Down

ENSRNOT00000 Srcap

Protein Srcap

ENSRNOT00000 ENSEMBL

Protein Srcap

TC0100002645.r	172,733

551,9167

0,31296933

-1,675906809 2Down

Srcap.aSep08-u Srcap

Snf2-related CR Srcap.aSep08-u Ace View

Snf2-related CREBBP activator protein

TC0100002649.r	502,0291

1672,271

0,300207981

-1,735965765 2Down

NM_153471

Rnf40

ring finger protei NM_153471

RefSeq

Rattus norvegicus ring finger protein 40, E3 ubiquitin

TC0100002657.r	153,3576

545,2935

0,281238636

-1,830133294 2Down

NM_001014024 Orai3

ORAI calcium rel NM_001014024 RefSeq

Rattus norvegicus ORAI calcium release-activated c

TC0100002668.r	52,35854

286,4359

0,182793218

-2,451715548 2Down

NM_019244

Bckdk

branched chain k NM_019244

RefSeq

Rattus norvegicus branched chain ketoacid dehydro

TC0100002689.r	1470,177
TC0100002700.r	38,77472

6038,564
81,49208

0,243464671
0,475809674

-2,038215654 2Down
-1,071543491 2Down

NM_001011936 Bag3 NM_001004415 Tacc2

Bcl2-associated NM_001011936 RefSeq transforming, aci NM_001004415 RefSeq

Rattus norvegicus Bcl2-associated athanogene 3 (B Rattus norvegicus transforming, acidic coiled-coil co

TC0100002809.r	620,2437

1282,793

0,483510356

-1,048381305 2Down

NM_144746

Ppp2r2d

protein phosphat NM_144746

RefSeq

Rattus norvegicus protein phosphatase 2, regulatory

TC0100002896.r	957,3823

5291,776

0,180918901

-2,466584955 2Down

NM_001108508 Eps8l2

EPS8-like 2

NM_001108508 RefSeq

Rattus norvegicus EPS8-like 2 (Eps8l2), mRNA.

TC0100002906.r	33,26863
TC0100002979.r	24,68309
TC0100002985.r	34,26107

77,87422
96,42251
108,4606

0,427209801
0,255988876
0,315884939

-1,226983351 2Down
-1,965846973 2Down
-1,662528943 2Down

ENSRNOT00000 Muc2 NM_001025683 RGD1311946 NM_001108513 Unc93b1

mucin 2 [Source: ENSRNOT00000 ENSEMBL similar to RIKEN NM_001025683 RefSeq unc-93 homolog NM_001108513 RefSeq

mucin 2 [gene_biotype:protein_coding transcript_bio Rattus norvegicus similar to RIKEN cDNA 1810055G Rattus norvegicus unc-93 homolog B1 (C. elegans)

TC0100003009.r	30,61202
TC0100003023.r	60,20486
TC0100003032.r	60,20486
TC0100003061.r	12641,99
TC0100003066.r	82257,63

72,24628
258,7415
258,7415
28048,61
318591,7

0,423717595
0,232683431
0,232683431
0,450717166
0,258191378

-1,238825057 2Down
-2,103559611 2Down
-2,103559611 2Down
-1,149705698 2Down
-1,953487271 2Down

NM_019167 NM_031738_2 NM_031738 NM_017147 NM_199267

Sptbn2 Slc29a2 Slc29a2 Cfl1 Rela

spectrin, beta, no NM_019167 solute carrier famNM_031738_2 solute carrier famNM_031738 cofilin 1, non-mu NM_017147
v-rel avian reticul NM_199267

RefSeq RefSeq RefSeq RefSeq RefSeq

Rattus norvegicus spectrin, beta, non-erythrocytic 2 solute carrier family 29 (equilibrative nucleoside tran Rattus norvegicus solute carrier family 29 (equilibrat Rattus norvegicus cofilin 1, non-muscle (Cfl1), mRN Rattus norvegicus v-rel avian reticuloendotheliosis v

TC0100003067.r	152,363
TC0100003101.r	2267,638

445,6347
17756,18

0,341901113
0,127709789

-1,548348975 2Down
-2,969058983 2Down

NM_001013150 Map3k11 NM_001011939 Ehd1

mitogen-activate NM_001013150 RefSeq EH-domain contaNM_001011939 RefSeq

Rattus norvegicus mitogen-activated protein kinase Rattus norvegicus EH-domain containing 1 (Ehd1),

TC0100003121.r	1682,75

3470,547

0,48486593

-1,04434221 2Down

NM_172045

Ppp1r14b

protein phosphat NM_172045

RefSeq

Rattus norvegicus protein phosphatase 1, regulatory

TC0100003166.r	224,2634

606,4122

0,369820066

-1,435104588 2Down

NM_001033901 Tut1

terminal uridylyl t NM_001033901 RefSeq

Rattus norvegicus terminal uridylyl transferase 1, U6

TC0100003207.r	395,2311

1856,854

0,212849852

-2,232092005 2Down

mRNARGD4138 Vps37c

PARTICIPATES I mRNARGD4138 Rat Genome Dat PARTICIPATES IN endocytosis pathway AND INTE

TC0100003211.r

6864,713

18119,89

0,378849596

-1,400302887 2Down

NM_139333

Prpf19

pre-mRNA proce NM_139333

RefSeq

Rattus norvegicus pre-mRNA processing factor 19 (

TC0100003353.r	783,063
TC0100003396.r	19,48976

2258,32
85,39578

0,346745811
0,228228608

-1,528049641 2Down
-2,131448453 2Down

NM_001107596 Tmem2 NM_001007738 Tmem252

transmembrane transmembrane

NM_001107596 RefSeq NM_001007738 RefSeq

Rattus norvegicus transmembrane protein 2 (Tmem Rattus norvegicus transmembrane protein 252 (Tme

TC0100003438.r	79658,66

168268,9

0,473400967

-1,078865441 2Down

NM_001013152 Rcl1

RNA terminal ph NM_001013152 RefSeq

Rattus norvegicus RNA terminal phosphate cyclase-

TC0100003443.r	990,7343

8923,193

0,111029124

-3,170989939 2Down

NM_031514

Jak2

Janus kinase 2

NM_031514

RefSeq

Rattus norvegicus Janus kinase 2 (Jak2), mRNA.

TC0100003458.r	48,6985

130,3091

0,373715266

-1,419988596 2Down

NM_001014166 Il33

interleukin 33

NM_001014166 RefSeq

Rattus norvegicus interleukin 33 (Il33), mRNA.

TC0100003473.r	795,324

1957,566

0,406282087

-1,299446337 2Down

NM_001107586 Cstf2t

cleavage stimula NM_001107586 RefSeq

Rattus norvegicus cleavage stimulation factor, 3 pre

TC0100003512.r	2306,418

11105,95

0,207674085

-2,2676069 2Down

NM_139194

Fas

Fas cell surface

NM_139194

RefSeq

Rattus norvegicus Fas cell surface death receptor (F

TC0100003516.r	379,6726
TC0100003517.r	30,4031

3760,667
677,2266

0,100958846
0,044893541

-3,308160772 2Down
-4,477348302 2Down

NM_001024753 Ifit2 NM_001007694 Ifit3

interferon-induce NM_001024753 RefSeq interferon-induce NM_001007694 RefSeq

Rattus norvegicus interferon-induced protein with tet Rattus norvegicus interferon-induced protein with tet

TC0100003538.r	8285,125
TC0100003539.r	237,6066
TC0100003545.r	1842,121
TC0100003609.r	305,3476

17211,95
643,1494
3732,903
911,6537

0,481358881
0,36944231
0,49348215
0,334938146

-1,054815185 2Down
-1,436578996 2Down
-1,018930192 2Down
-1,578033402 2Down

ENSRNOT00000 Tnks2 NM_001191917 Btaf1 NM_001106372 NM_001030038 Zfp518a

tankyrase, TRF1 ENSRNOT00000 ENSEMBL BTAF1 RNA poly NM_001191917 RefSeq
Mar-05 membrane-asso NM_001106372 RefSeq zinc finger protei NM_001030038 RefSeq

tankyrase, TRF1-interacting ankyrin-related ADP-rib Rattus norvegicus BTAF1 RNA polymerase II, B-TFI Rattus norvegicus membrane-associated ring finger Rattus norvegicus zinc finger protein 518A (Zfp518a

TC0100003684.r	835,2102

2405,012

0,347279016

-1,525832856 2Down

NM_001113749

Hif1an

hypoxia-inducibleNM_001113749

RefSeq

Rattus norvegicus hypoxia-inducible factor 1, alpha

TC0100003723.r	244,3287

679,3344

0,359658954

-1,475298572 2Down

NM_001106363 Pprc1

peroxisome proli NM_001106363 RefSeq

Rattus norvegicus peroxisome proliferator-activated

TC0100003725.r	3604,671

7297,459

0,493962487

-1,01752661 2Down

NM_022869

Nolc1

nucleolar and coi NM_022869

RefSeq

Rattus norvegicus nucleolar and coiled-body phosph

TC0100003732.r	679,9054
TC0100003743.r	152,6192

1541,254
333,9004

0,441137801
0,457080015

-1,180698706 2Down
-1,129481352 2Down

NM_001008349 Nfkb2 NM_001128083 Trim8

nuclear factor of NM_001008349 RefSeq tripartite motif-co NM_001128083 RefSeq

Rattus norvegicus nuclear factor of kappa light polyp Rattus norvegicus tripartite motif-containing 8 (Trim8

TC0100003770.r	12,03826

24,66465

0,488077471

-1,034817934 2Down

mRNARGD7669 LOC102552122 uncharacterized mRNARGD7669 Rat Genome Dat uncharacterized LOC102552122

TC0100003777.r	707,1226

1575,983

0,448686693

-1,156219698 2Down

NM_001047856 Sfr1

SWI5-dependent NM_001047856 RefSeq

Rattus norvegicus SWI5-dependent homologous rec

TC0100003859.r	151,2527

1000,821

0,151128623

-2,726151166 2Down

NM_022260

Casp7

caspase 7

NM_022260

RefSeq

Rattus norvegicus caspase 7 (Casp7), mRNA.

TC0100003860.r	67,06236
TC0100003996.r	163,1548

411,7389
450,7096

0,162875939
0,361995396

-2,618154598 2Down
-1,465956747 2Down

NM_001134613 Plekhs1 NM_001108902 Rab32

pleckstrin homol NM_001134613 RefSeq RAB32, member NM_001108902 RefSeq

Rattus norvegicus pleckstrin homology domain cont Rattus norvegicus RAB32, member RAS oncogene

TC0100004037.r	48,87983

143,4915

0,340646171

-1,553654106 2Down

ENSRNOT00000 LOC100912436 uncharacterized ENSRNOT00000 ENSEMBL

uncharacterized LOC100912436 [gene_biotype:proc

TC0100004057.r	784,8016

1771,735

0,442956537

-1,174762947 2Down

mRNARGD6502 LOC100909599 probable ATP-de mRNARGD6502 Rat Genome Dat probable ATP-dependent RNA helicase YTHDC2-lik

TC0100004424.r	81,9365
TC0100004653.r	8363,804

188,5372
70296,43

0,434590627
0,118979072

-1,202271035 2Down
-3,071220265 2Down

NM_031318 NM_183332

Dynlt1 Myadm

dynein light chainNM_031318 myeloid-associat NM_183332

RefSeq RefSeq

Rattus norvegicus dynein light chain Tctex-type 1 (D Rattus norvegicus myeloid-associated differentiation

TC0100004710.r	28,84342
TC0100004731.r	46,35717
TC0100004784.r	69,39112
TC0100004872.r	5414,068
TC0100004877.r	26,76874

151,4729
94,00021
193,6497
13070,59
64,7284

0,190419672
0,493160281
0,358333217
0,414217568
0,413554792

-2,392745562 2Down
-1,019871484 2Down
-1,480626309 2Down
-1,271539352 2Down
-1,27384961 2Down

ENSRNOT00000 Sbk1 ENSRNOT00000 Sass6 NM_001108905 Zfp524 NM_001271132 Arhgap35 NM_001025678 Fkrp

SH3 domain bind ENSRNOT00000 ENSEMBL spindle assembly ENSRNOT00000 ENSEMBL zinc finger protei NM_001108905 RefSeq Rho GTPase act NM_001271132 RefSeq fukutin related pr NM_001025678 RefSeq

SH3 domain binding kinase 1 [gene_biotype:protein spindle assembly 6 homolog (C. elegans) [gene_bio Rattus norvegicus zinc finger protein 524 (Zfp524), Rattus norvegicus Rho GTPase activating protein 3 Rattus norvegicus fukutin related protein (Fkrp), mR

TC0100004906.r	56,70566

325,2524

0,174343556

-2,519995054 2Down

NM_017077

Foxa3

forkhead box A3 NM_017077

RefSeq

Rattus norvegicus forkhead box A3 (Foxa3), mRNA.

TC0100004937.r	1403,543
TC0100004940.r	403,7163
TC0100004987.r	232,1369
TC0100004990.r	155,6458

5680,329
5460,025
529,6319
610,7824

0,247088329
0,073940376
0,438298562
0,254830198

-2,016901228 2Down
-3,757493815 2Down
-1,19001415 2Down
-1,972391844 2Down

NM_001012064 Pvrl2 NM_001109422 Bcl3 ENSRNOT00000 Dedd2 NM_001170335 Erf

poliovirus recept NM_001012064 RefSeq B-cell CLL/lymph NM_001109422 RefSeq
death effector do ENSRNOT00000 ENSEMBL Ets2 repressor fa NM_001170335 RefSeq

Rattus norvegicus poliovirus receptor-related 2 (Pvrl Rattus norvegicus B-cell CLL/lymphoma 3 (Bcl3), m death effector domain containing 2 [gene_biotype:pr Rattus norvegicus Ets2 repressor factor (Erf), mRNA

TC0100005034.r	237,4213

582,5212

0,407575381

-1,294861185 2Down

NM_178094

Itpkc

inositol-trisphosp NM_178094

RefSeq

Rattus norvegicus inositol-trisphosphate 3-kinase C

TC0100005046.r	360,7024

757,4277

0,476220239

-1,070299161 2Down

NM_001012167 Pld3

phospholipase D NM_001012167 RefSeq

Rattus norvegicus phospholipase D family, member

TC0100005090.r	166,7209
TC0100005176.r	2805,808
TC0100005178.r	11184,35

685,9147
10031,1
32916,32

0,243063605
0,279710899
0,3397813

-2,040594204 2Down
-1,837991624 2Down
-1,55732164 2Down

NM_030867 NM_053469 NM_032616

Nfkbib Hamp Lsr

nuclear factor of NM_030867 hepcidin antimicr NM_053469 lipolysis stimulat NM_032616

RefSeq RefSeq RefSeq

Rattus norvegicus nuclear factor of kappa light polyp Rattus norvegicus hepcidin antimicrobial peptide (H Rattus norvegicus lipolysis stimulated lipoprotein rec

TC0100005185.r	258,8106
TC0100005198.r	816,5881
TC0100005240.r	1940,411
TC0100005273.r	138,5758

549,6267
2391,336
4009,766
341,5529

0,470884329
0,341477776
0,483921256
0,405722803

-1,086555383 2Down
-1,550136405 2Down
-1,047155784 2Down
-1,301433705 2Down

NM_001271045 Scn1b NM_001271233 RGD1308428 NM_001135835 Dpy19l3 NM_001009642 Pop4

sodium channel, NM_001271045 RefSeq similar to RIKEN NM_001271233 RefSeq dpy-19-like 3 (C. NM_001135835 RefSeq POP4 homolog, NM_001009642 RefSeq

Rattus norvegicus sodium channel, voltage-gated, ty Rattus norvegicus similar to RIKEN cDNA 4931406P Rattus norvegicus dpy-19-like 3 (C. elegans) (Dpy19 Rattus norvegicus POP4 homolog, ribonuclease P/M

TC0100005318.r	20,83262

58,09905

0,358570751

-1,479670283 2Down

mRNARGD7503 LOC100912683 zinc finger protei mRNARGD7503 Rat Genome Dat zinc finger protein 709-like

TC0100005389.r	12058,5
TC0100005404.r	1179,827
TC0100005410.r	536,6678
TC0100005441.r	345,6907
TC0100005519.r	736,0762
TC0100005671.r	21,12327

41908,32
4602,787
1646,964
777,4334
1583,611
87,30009

0,287735228
0,256328829
0,325852781
0,444656353
0,464808719
0,241961606

-1,797186232 2Down
-1,963932351 2Down
-1,617707786 2Down
-1,169237298 2Down
-1,105290964 2Down
-2,047149952 2Down

NM_001108483 Snrnp70 NM_001012066 Sphk2 NM_001012067 Grwd1 ENSRNOT00000 Uevld NM_001107518 Nipa2 NM_001109147 Klf13

small nuclear rib NM_001108483 RefSeq sphingosine kina NM_001012066 RefSeq glutamate-rich W NM_001012067 RefSeq UEV and lactate/ ENSRNOT00000 ENSEMBL non imprinted in NM_001107518 RefSeq Kruppel-like factoNM_001109147 RefSeq

Rattus norvegicus small nuclear ribonucleoprotein 7 Rattus norvegicus sphingosine kinase 2 (Sphk2), m Rattus norvegicus glutamate-rich WD repeat contain UEV and lactate/malate dehyrogenase domains [ge Rattus norvegicus non imprinted in Prader-Willi/Ang Rattus norvegicus Kruppel-like factor 13 (Klf13), mR

TC0100005735.r	3386,448
TC0100005801.r	33,84502
TC0100005880.r	25,35443

22891,9
97,4044
217,9081

0,147932151
0,347469108
0,116353775

-2,756992462 2Down
-1,525043375 2Down
-3,103410079 2Down

NM_001047853 Arrdc4 NM_001039006 Klhl25 NM_001107527 Man2a2

arrestin domain c NM_001047853 RefSeq kelch-like family NM_001039006 RefSeq mannosidase, al NM_001107527 RefSeq

Rattus norvegicus arrestin domain containing 4 (Arr Rattus norvegicus kelch-like family member 25 (Klhl Rattus norvegicus mannosidase, alpha, class 2A, m

TC0100005918.r	63,19519

196,998

0,320791023

-1,640294324 2Down

NM_145785

Hdgfrp3

hepatoma-derive NM_145785

RefSeq

Rattus norvegicus hepatoma-derived growth factor,

TC0100005985.r	31,15053
TC0100006092.r	2855,4
TC0100006099.r	558,7077

101,7772
12018,56
1308,165

0,306065897
0,237582539
0,427092683

-1,708085792 2Down
-2,073499285 2Down
-1,227378912 2Down

NM_001099511 Vom2r42 NM_001009965 Tsku ENSRNOT00000 Emsy

vomeronasal 2 reNM_001099511 RefSeq tsukushi, small le NM_001009965 RefSeq EMSY BRCA2-in ENSRNOT00000 ENSEMBL

Rattus norvegicus vomeronasal 2 receptor, 42 (Vom Rattus norvegicus tsukushi, small leucine rich proteo similar to EMSY protein [gene_biotype:protein_codin

TC0100006110.r

2848,728

5770,021

0,493711895

-1,018258692 2Down

NM_001012345 Dgat2

diacylglycerol O- NM_001012345 RefSeq

Rattus norvegicus diacylglycerol O-acyltransferase

TC0100006129.r	164,5546
TC0100006132.r	592,6947

713,3258
1443,525

0,230686455
0,410588455

-2,115994798 2Down
-1,284235032 2Down

ENSRNOT00000 Rnf169 NM_001024750 Pold3

ring finger protei ENSRNOT00000 ENSEMBL polymerase (DN NM_001024750 RefSeq

ring finger protein 169 [gene_biotype:protein_coding Rattus norvegicus polymerase (DNA-directed), delta

TC0100006150.r	3162,693

12815,15

0,246793288

-2,018624939 2Down

NM_017255

P2ry2

purinergic recept NM_017255

RefSeq

Rattus norvegicus purinergic receptor P2Y, G-protei

TC0100006174.r	97,93757
TC0100006179.r	1452,165
TC0100006185.r	2462,551
TC0100006189.r	826,64
TC0100006263.r	2072,462
TC0100006288.r	52,78014

221,2632
6462,292
12801,23
2494,379
4391,477
139,3575

0,442629276
0,224713616
0,192368311
0,331401122
0,471928237
0,378739142

-1,175829219 2Down
-2,153840554 2Down
-2,378056929 2Down
-1,593349607 2Down
-1,083360599 2Down
-1,400723566 2Down

NM_001107540 Rnf121 NM_001037195 Rhog NM_001082572 Trim21 ENSRNOT00000 Bcl2l1-ps1 NM_001014023 Trim5 NM_001005538 Fam160a2

ring finger protei NM_001107540 RefSeq ras homolog fam NM_001037195 RefSeq tripartite motif-co NM_001082572 RefSeq Bcl2-like 1, pseu ENSRNOT00000 ENSEMBL
tripartite motif-co NM_001014023 RefSeq family with seque NM_001005538 RefSeq

Rattus norvegicus ring finger protein 121 (Rnf121), Rattus norvegicus ras homolog family member G (R Rattus norvegicus tripartite motif-containing 21 (Trim Bcl2-like 1, pseudogene 1 [gene_biotype:protein_co Rattus norvegicus tripartite motif-containing 5 (Trim5 Rattus norvegicus family with sequence similarity 16

TC0100006295.r	87,25774

179,5155

0,48607357

-1,040753404 2Down

NM_031786

Trim3

tripartite motif-co NM_031786

RefSeq

Rattus norvegicus tripartite motif-containing 3 (Trim3

TC0100006298.r	98,929

545,7294

0,181278487

-2,463720369 2Down

NM_001008346 Rrp8

ribosomal RNA p NM_001008346 RefSeq

Rattus norvegicus ribosomal RNA processing 8, met

TC0100006311.r

6,781498

15,21005

0,445856391

-1,165348998 2Down

NM_001000551 Olr218

olfactory recepto NM_001000551 RefSeq

Rattus norvegicus olfactory receptor 218 (Olr218), m

TC0100006442.r	1091,097
TC0100006502.r	19,12801

2834,3
48,54398

0,384961719
0,394034647

-1,377213105 2Down
-1,343605607 2Down

ENSRNOT00000 Ythdc2 NM_001106304 Gprc5b

YTH domain con ENSRNOT00000 ENSEMBL
G protein-couple NM_001106304 RefSeq

YTH domain containing 2 [gene_biotype:protein_co Rattus norvegicus G protein-coupled receptor, class

TC0100006511.r

1444,456

3542,797

0,407716276

-1,294362544 2Down

NM_001009688 Thumpd1

THUMP domain NM_001009688 RefSeq

Rattus norvegicus THUMP domain containing 1 (Th

TC0100006551.r	80,78284
TC0100006555.r	84,39906
TC0100006556.r	149,5592
TC0100006573.r	405,6356
TC0100006676.r	1187,258
TC0100006698.r	71,31757
TC0100006887.r	34,46036
TC0100006932.r	588,0487

177,8626
185,7113
314,659
2785,18
3184,521
153,2291
72,29061
1196,06

0,454186771
0,454463783
0,475305648
0,145640713
0,372821533
0,465430979
0,476692063
0,49165485

-1,138642409 2Down
-1,137762766 2Down
-1,073072549 2Down
-2,77951439 2Down
-1,423442908 2Down
-1,103360856 2Down
-1,068870491 2Down
-1,02428222 2Down

NM_001107548 Usp31 NM_001033889 Cog7 NM_001100519 Gga2 NM_001270692 Arhgap17 NM_001177305 Aldoa ENSRNOT00000 Znf768
NM_001107560 Tubgcp2 NM_001270762 Rnh1

ubiquitin specific NM_001107548 RefSeq component of oli NM_001033889 RefSeq golgi associated, NM_001100519 RefSeq Rho GTPase act NM_001270692 RefSeq aldolase A, fructo NM_001177305 RefSeq zinc finger protei ENSRNOT00000 ENSEMBL tubulin, gamma c NM_001107560 RefSeq ribonuclease/ang NM_001270762 RefSeq

Rattus norvegicus ubiquitin specific peptidase 31 (U Rattus norvegicus component of oligomeric golgi co Rattus norvegicus golgi associated, gamma adaptin Rattus norvegicus Rho GTPase activating protein 1 Rattus norvegicus aldolase A, fructose-bisphosphat zinc finger protein 768-like [gene_biotype:protein_co Rattus norvegicus tubulin, gamma complex associat Rattus norvegicus ribonuclease/angiogenin inhibitor

TC0100006944.r	54,32515

127,8287

0,424983982

-1,234519627 2Down

NM_031801

Deaf1

DEAF1 transcrip NM_031801

RefSeq

Rattus norvegicus DEAF1 transcription factor (Deaf1

TC0100007005.r	444,4033
TC0100007006.r	499,7121
TC0100007036.r	66,05475

1162,549
1193,639
137,6371

0,382266296
0,418645922
0,479919658

-1,38735009 2Down
-1,256197522 2Down
-1,059135185 2Down

NM_001012170 Nap1l4 NM_001106319 Cars NM_001106321 Lrp5

nucleosome ass NM_001012170 RefSeq cysteinyl-tRNA s NM_001106319 RefSeq low density lipop NM_001106321 RefSeq

Rattus norvegicus nucleosome assembly protein 1-l Rattus norvegicus cysteinyl-tRNA synthetase (Cars) Rattus norvegicus low density lipoprotein receptor-r

TC0100007069.r	198,5217

516,4315

0,384410517

-1,379280287 2Down

NM_012776

Adrbk1

adrenergic, beta, NM_012776

RefSeq

Rattus norvegicus adrenergic, beta, receptor kinase

TC0100007071.r	241,1479
TC0100007107.r	1051,54
TC0100007125.r	307,5305
TC0100007145.r	441,286
TC0100007146.r	19,52181

614,4692
2180,629
661,8452
1503,946
158,3985

0,392449125
0,482218663
0,464656237
0,29341878
0,123244917

-1,349422451 2Down
-1,052240608 2Down
-1,105764322 2Down
-1,768966884 2Down
-3,020399947 2Down

NM_001108515 Kdm2a NM_001106326 Sf3b2 NM_001005872 Kat5 NM_001108516 Dpf2 NM_001009689 Cdc42ep2

lysine (K)-specifi NM_001108515 RefSeq splicing factor 3b NM_001106326 RefSeq K(lysine) acetyltr NM_001005872 RefSeq D4, zinc and dou NM_001108516 RefSeq CDC42 effector p NM_001009689 RefSeq

Rattus norvegicus lysine (K)-specific demethylase 2 Rattus norvegicus splicing factor 3b, subunit 2 (Sf3b Rattus norvegicus K(lysine) acetyltransferase 5 (Kat Rattus norvegicus D4, zinc and double PHD fingers Rattus norvegicus CDC42 effector protein (Rho GTP

TC0100007149.r	508,8304
TC0100007187.r	4172,67

1070,537
8768,782

0,47530389
0,475855142

-1,073077887 2Down
-1,071405636 2Down

NM_019152 NM_138911

Capn1 Stip1

calpain 1, (mu/I) NM_019152 stress-induced p NM_138911

RefSeq RefSeq

Rattus norvegicus calpain 1, (mu/I) large subunit (C Rattus norvegicus stress-induced phosphoprotein 1

TC0100007191.r	10171,01

34933,86

0,291150477

-1,780163113 2Down

NM_001106332 Otub1

OTU deubiquitin NM_001106332 RefSeq

Rattus norvegicus OTU deubiquitinase, ubiquitin ald

TC0100007237.r	22,53193

49,23792

0,45761336

-1,127798923 2Down

NM_177482

Scgb1d2

secretoglobin, fa NM_177482

RefSeq

Rattus norvegicus secretoglobin, family 1D, member

TC0100007247.r	49,62183

180,7777

0,27449088

-1,865169877 2Down

NM_001170487 Myrf

myelin regulatory NM_001170487 RefSeq

Rattus norvegicus myelin regulatory factor (Myrf), m

TC0100007273.r	21,06083

418,1559

0,050365976

-4,31140672 2Down

NR_102351

LOC100910973 uncharacterized NR_102351

RefSeq

Rattus norvegicus uncharacterized LOC100910973

TC0100007310.r	18,82474

38,65285

0,48702075

-1,037944854 2Down

NM_001047855 Dtx4

deltex 4, E3 ubiq NM_001047855 RefSeq

Rattus norvegicus deltex 4, E3 ubiquitin ligase (Dtx4

TC0100007340.r	1423,657

3973,871

0,358254458

-1,480943439 2Down

NM_019141

Tle4

transducin-like e NM_019141

RefSeq

Rattus norvegicus transducin-like enhancer of split 4

TC0100007532.r	57,33485

119,6338

0,479252937

-1,061140822 2Down

NM_001107584 Ranbp6

RAN binding pro NM_001107584 RefSeq

Rattus norvegicus RAN binding protein 6 (Ranbp6),

TC0100007573.r	220,2628

692,4266

0,318102742

-1,652435288 2Down

NM_181386

Sgms1

sphingomyelin sy NM_181386

RefSeq

Rattus norvegicus sphingomyelin synthase 1 (Sgms

TC0100007696.r	3405,147
TC0100007704.r	484,8806
TC0100007707.r	26,61506
TC0100007722.r	765,3334
TC0100007748.r	190,483
TC0100007761.r	434,6669
TC0100007802.r	8,679334

14152,01
978,2214
53,28402
2191,774
615,6377
1293,968
30,1465

0,240612252
0,495675723
0,49949422
0,349184451
0,309407627
0,335917812
0,287905196

-2,055217987 2Down
-1,012531493 2Down
-1,001460112 2Down
-1,517938779 2Down
-1,692419334 2Down
-1,573819796 2Down
-1,796334267 2Down

NM_001106368 Pik3ap1 ENSRNOT00000 Rrp12 NM_001271596 Mms19 NM_001107592 Loxl4 NM_001109515 Slc25a28 NM_001037349 Bloc1s2
Kcnip2andKchip Kchip2

phosphoinositide NM_001106368 RefSeq ribosomal RNA p ENSRNOT00000 ENSEMBL MMS19 homolog NM_001271596 RefSeq lysyl oxidase-like NM_001107592 RefSeq solute carrier famNM_001109515 RefSeq biogenesis of lys NM_001037349 RefSeq
A-type potassiumKcnip2andKchip Ace View

Rattus norvegicus phosphoinositide-3-kinase adapto ribosomal RNA processing 12 homolog (S. cerevisia Rattus norvegicus MMS19 homolog, cytosolic iron-s Rattus norvegicus lysyl oxidase-like 4 (Loxl4), mRN Rattus norvegicus solute carrier family 25 (mitochon Rattus norvegicus biogenesis of lysosomal organell A-type potassium channel modulatory protein 2Kv c

TC0100007826.r	117,932

302,1818

0,390268375

-1,357461535 2Down

NM_012753

Cyp17a1

cytochrome P45 NM_012753

RefSeq

Rattus norvegicus cytochrome P450, family 17, subf

TC0100007847.r	269,6483

724,3727

0,372250776

-1,425653237 2Down

NM_001107606 Sh3pxd2a

SH3 and PX domNM_001107606 RefSeq

Rattus norvegicus SH3 and PX domains 2A (Sh3pxd

TC0100007968.r	318,8863

674,5428

0,472744354

-1,080867868 2Down

NM_001079705 Shtn1

shootin 1

NM_001079705 RefSeq

Rattus norvegicus shootin 1 (Shtn1), transcript varia

TC0100008004.r	1088,107

2652,432

0,410229932

-1,285495333 2Down

NM_139094

Scaf8

SR-related CTD- NM_139094

RefSeq

Rattus norvegicus SR-related CTD-associated facto

TC0100008021.r	911,3639

2161,954

0,421546388

-1,246236697 2Down

NM_001135849 Ppp6r1

protein phosphat NM_001135849 RefSeq

Rattus norvegicus protein phosphatase 6, regulatory

TC0100008028.r	17,51994

35,14711

0,498474555

-1,004408233 2Down

NM_021578

Tgfb1

transforming gro NM_021578

RefSeq

Rattus norvegicus transforming growth factor, beta 1

TC0100008032.r	107,9324
TC0100008036.r	2855,084

310,5909
6032,751

0,34750664
0,473264022

-1,524887551 2Down
-1,079282845 2Down

NM_001106238 Pak4 NM_001271264 Ankrd27

p21 protein (Cdc NM_001106238 RefSeq ankyrin repeat doNM_001271264 RefSeq

Rattus norvegicus p21 protein (Cdc42/Rac)-activate Rattus norvegicus ankyrin repeat domain 27 (VPS9

TC0100008116.r

24,65189

81,90747

0,300972427

-1,732296774 2Down

ENSRNOT00000 Vsig10l

V-set and immun ENSRNOT00000 ENSEMBL

V-set and immunoglobulin domain containing 10 like

TC0100008123.r	64,5123
TC0100008160.r	16,71809
TC0200000066.r	3480,384

268,0378
36,91336
11035,45

0,24068359
0,452900793
0,315382155

-2,054790313 2Down
-1,142733031 2Down
-1,664827064 2Down

ENSRNOT00000 Crtc3 ENSRNOT00000 Ms4a5 NM_001007797 Arrdc3

CREB regulated ENSRNOT00000 ENSEMBL
membrane-span ENSRNOT00000 ENSEMBL arrestin domain c NM_001007797 RefSeq

CREB regulated transcription coactivator 3 [gene_bi membrane-spanning 4-domains, subfamily A, memb Rattus norvegicus arrestin domain containing 3 (Arr

TC0200000127.r	10124,69

24683,63

0,410178325

-1,285676838 2Down

ENSRNOT00000 Tmem167a

transmembrane

ENSRNOT00000 ENSEMBL

transmembrane protein 167A [gene_biotype:protein

TC0200000232.r	9,423352
TC0200000256.r	136,3695

22,19518
336,7919

0,424567496
0,404907303

-1,235934169 2Down
-1,30433643 2Down

ENSRNOT00000 Fam169a NM_001108543 Mrps27

family with seque ENSRNOT00000 ENSEMBL mitochondrial rib NM_001108543 RefSeq

family with sequence similarity 169, member A [gene Rattus norvegicus mitochondrial ribosomal protein S

TC0200000262.r	357,5219

879,954

0,406296125

-1,299396491 2Down

NM_022509

Smn1

survival of motor NM_022509

RefSeq

Rattus norvegicus survival of motor neuron 1, telom

TC0200000375.r	731,3033

2618,673

0,279264841

-1,840294141 2Down

NM_001168000 Mier3

mesoderm induc NM_001168000 RefSeq

Rattus norvegicus mesoderm induction early respon

TC0200000695.r	405,1267

1543,163

0,262530076

-1,929445383 2Down

Krt18.aSep08-un Krt18

keratin 18

Krt18.aSep08-un Ace View

keratin 18

TC0200000891.r	19,48034
TC0200000900.r	234,3511

89,23743
884,5684

0,21829786
0,264932706

-2,195630107 2Down
-1,916302138 2Down

NM_145681 NM_030992

Tnfsf10 Pld1

tumor necrosis fa NM_145681 phospholipase D NM_030992

RefSeq RefSeq

Rattus norvegicus tumor necrosis factor (ligand) sup Rattus norvegicus phospholipase D1, phosphatidylc

TC0200000930.r	148,1791

365,3465

0,405585109

-1,30192341 2Down

NM_001107662 Phc3

polyhomeotic ho NM_001107662 RefSeq

Rattus norvegicus polyhomeotic homolog 3 (Drosop

TC0200000955.r	3334,306

7417,082

0,449544174

-1,153465208 2Down

NM_138976

Mfn1

mitofusin 1

NM_138976

RefSeq

Rattus norvegicus mitofusin 1 (Mfn1), mRNA.

TC0200001200.r	1974,947

5796,169

0,340733164

-1,553285723 2Down

mRNARGD7660 LOC100909949 ENCODES a pro mRNARGD7660 Rat Genome Dat ENCODES a protein that exhibits histone-lysine N-m

TC0200001288.r	10,7625

21,83363

0,492932233

-1,020538771 2Down

NM_001115029

Lekr1

leucine, glutamat NM_001115029

RefSeq

Rattus norvegicus leucine, glutamate and lysine rich

TC0200001371.r	1514,958

3122,261

0,485211838

-1,043313344 2Down

NM_001107682 Nmd3

NMD3 ribosome NM_001107682 RefSeq

Rattus norvegicus NMD3 ribosome export adaptor (

TC0200001409.r	10,27493

28,50434

0,360468967

-1,472053032 2Down

NM_001271195 Fstl5

follistatin-like 5

NM_001271195 RefSeq

Rattus norvegicus follistatin-like 5 (Fstl5), mRNA.

TC0200001452.r	125,1756

260,0893

0,481279314

-1,055053678 2Down

NM_001135716 Map9

microtubule-asso NM_001135716 RefSeq

Rattus norvegicus microtubule-associated protein 9

TC0200001514.r	1227,189

3914,244

0,313518779

-1,673376235 2Down

NM_001106450 Etv3

ets variant 3

NM_001106450 RefSeq

Rattus norvegicus ets variant 3 (Etv3), mRNA.

TC0200001519.r	15648,67
TC0200001530.r	1976,56

37897,02
5594,535

0,412926135
0,353301928

-1,276044362 2Down
-1,501026474 2Down

NM_053707 NM_030860

Hdgf Mef2d

hepatoma-derive NM_053707 myocyte enhanc NM_030860

RefSeq RefSeq

Rattus norvegicus hepatoma-derived growth factor ( Rattus norvegicus myocyte enhancer factor 2D (Mef

TC0200001549.r	834,0108

1951,663

0,427333407

-1,226565989 2Down

NM_001107688 Ubqln4

ubiquilin 4

NM_001107688 RefSeq

Rattus norvegicus ubiquilin 4 (Ubqln4), mRNA.

TC0200001563.r	188,5013
TC0200001586.r	229,0505

424,21
886,1274

0,444358455
0,258484841

-1,170204157 2Down
-1,95184842 2Down

NM_012624 NM_031006

Pklr Adar

pyruvate kinase, NM_012624 adenosine deam NM_031006

RefSeq RefSeq

Rattus norvegicus pyruvate kinase, liver and RBC (P Rattus norvegicus adenosine deaminase, RNA-spec

TC0200001596.r	6760,439

16345,43

0,413598113

-1,273698492 2Down

NM_001301285 Tpm3

tropomyosin 3

NM_001301285 RefSeq

Rattus norvegicus tropomyosin 3 (Tpm3), transcript

TC0200001604.r	1060,046
TC0200001607.r	2188,932
TC0200001619.r	12,51344

2195,82
4515,016
30,45452

0,482756328
0,484811571
0,410889418

-1,050632925 2Down
-1,044503963 2Down
-1,283177919 2Down

NM_001033895 Crtc2
NM_001024888 Gatad2b NM_001106438 S100a5

CREB regulated NM_001033895 RefSeq GATA zinc finger NM_001024888 RefSeq S100 calcium bin NM_001106438 RefSeq

Rattus norvegicus CREB regulated transcription coa Rattus norvegicus GATA zinc finger domain containi Rattus norvegicus S100 calcium binding protein A5

TC0200001635.r	11,39847

24,73225

0,460874769

-1,117553307 2Down

mRNARGD7630 LOC102552651 small proline-rich mRNARGD7630 Rat Genome Dat small proline-rich protein 2H-like

TC0200001659.r	169,9144

703,8739

0,241398921

-2,050508867 2Down

NM_001004095 S100a11

S100 calcium bin NM_001004095 RefSeq

Rattus norvegicus S100 calcium binding protein A11

TC0200001660.r	2391,344

7483,015

0,319569585

-1,645797987 2Down

NM_031114

S100a10

S100 calcium bin NM_031114

RefSeq

Rattus norvegicus S100 calcium binding protein A10

TC0200001678.r	3101,641
TC0200001700.r	219,7791

11372,09
1066,787

0,27274151
0,206019665

-1,874393806 2Down
-2,279146045 2Down

NM_001109189 Lingo4 NM_001107694 Rfx5

leucine rich repe NM_001109189 RefSeq regulatory factor NM_001107694 RefSeq

Rattus norvegicus leucine rich repeat and Ig domain Rattus norvegicus regulatory factor X, 5 (influences

TC0200001718.r	1959,712

4801,327

0,408160494

-1,292791545 2Down

NM_012780

Arnt

aryl hydrocarbon NM_012780

RefSeq

Rattus norvegicus aryl hydrocarbon receptor nuclea

TC0200001746.r	22,11274

64,25615

0,344134219

-1,538956741 2Down

NM_001011951 Sf3b4

splicing factor 3b NM_001011951 RefSeq

Rattus norvegicus splicing factor 3b, subunit 4 (Sf3b

TC0200001748.r	720,076

1651,602

0,435986394

-1,197644983 2Down

NM_001111341

Hist2h2ab

histone cluster 2, NM_001111341

RefSeq

Rattus norvegicus histone cluster 2, H2ab (Hist2h2a

TC0200001765.r	228,5934

2580,436

0,088587122

-3,496759194 2Down

NM_001012080 Hfe2

hemochromatosi NM_001012080 RefSeq

Rattus norvegicus hemochromatosis type 2 (juvenile

TC0200001769.r	118,9362

327,695

0,362947863

-1,462165773 2Down

NM_001024303 Lix1l

Lix1-like

NM_001024303 RefSeq

Rattus norvegicus Lix1-like (Lix1l), mRNA.

TC0200001775.r	1445,999

3065,445

0,471709328

-1,084029966 2Down

NM_001108560 Rnf115

ring finger protei NM_001108560 RefSeq

Rattus norvegicus ring finger protein 115 (Rnf115), m

TC0200001779.r	92787,95

210303,8

0,441209098

-1,180465553 2Down

mRNARGD6503 LOC100909441 FOUND IN cytop mRNARGD6503 Rat Genome Dat FOUND IN cytoplasmic microtubule (ortholog) AND

TC0200001823.r	271,7532

1105,345

0,245853738

-2,024127805 2Down

NM_001168641 Wars2

tryptophanyl tRN NM_001168641 RefSeq

Rattus norvegicus tryptophanyl tRNA synthetase 2 (

TC0200001877.r	1901,82

5533,286

0,34370535

-1,540755787 2Down

NM_080766

Nras

neuroblastoma r NM_080766

RefSeq

Rattus norvegicus neuroblastoma ras oncogene (Nr

TC0200001885.r	397,8155
TC0200001934.r	710,6962
TC0200001938.r	710,8146

1173,382
1701,475
1701,192

0,339033239
0,417694177
0,41783326

-1,560501372 2Down
-1,259481063 2Down
-1,259000756 2Down

ENSRNOT00000 Trim33 NM_001008771 Wdr77 NM_001008771_ Wdr77

tripartite motif-co ENSRNOT00000 ENSEMBL WD repeat doma NM_001008771 RefSeq WD repeat doma NM_001008771_ RefSeq

tripartite motif-containing 33 [gene_biotype:protein_ Rattus norvegicus WD repeat domain 77 (Wdr77), m WD repeat domain 77 (Wdr77), mRNA

TC0200002113.r

20823,42

61562,67

0,338247513

-1,56384877 2Down

NM_017305

Gclm

glutamate cystei NM_017305

RefSeq

Rattus norvegicus glutamate cysteine ligase, modifie

TC0200002115.r

507,4331

1316,672

0,385390667

-1,375606461 2Down

ENSRNOT00000 Dnttip2

deoxynucleotidyl ENSRNOT00000 ENSEMBL

deoxynucleotidyltransferase, terminal, interacting pr

TC0200002168.r	196,3466
TC0200002259.r	452,1094

415,4028
1486,67

0,472665567
0,30410878

-1,081108325 2Down
-1,717340625 2Down

NM_001014044 Tifa NM_001031655 Manba

TRAF-interacting NM_001014044 RefSeq mannosidase, be NM_001031655 RefSeq

Rattus norvegicus TRAF-interacting protein with fork Rattus norvegicus mannosidase, beta A, lysosomal

TC0200002273.r	23,39165
TC0200002299.r	256,9606

51,59352
600,9797

0,453383487
0,427569517

-1,141196249 2Down
-1,225769093 2Down

NM_080399 NM_053974

Ddit4l2 Eif4e

DNA-damage-indNM_080399 eukaryotic transl NM_053974

RefSeq RefSeq

Rattus norvegicus DNA-damage-inducible transcript Rattus norvegicus eukaryotic translation initiation fa

TC0200002316.r	4334,116
TC0200002317.r	535,4746
TC0200002318.r	64,6002

180984,8
19395,71
234,6821

0,023947403
0,027607889
0,27526684

-5,383986961 2Down
-5,178775635 2Down
-1,86109727 2Down

NM_001108569 Gbp5 ENSRNOT00000 LOC685067 ENSRNOT00000 Gbp4

guanylate bindin NM_001108569 RefSeq similar to guanyl ENSRNOT00000 ENSEMBL guanylate bindin ENSRNOT00000 ENSEMBL

Rattus norvegicus guanylate binding protein 5 (Gbp similar to guanylate binding protein family, member guanylate binding protein 4 [gene_biotype:protein_c

TC0200002319.r	290,7635

40402,8

0,007196618

-7,118465291 2Down

NM_133624

Gbp2

guanylate bindin NM_133624

RefSeq

Rattus norvegicus guanylate binding protein 2, interf

TC0200002322.r	30,38966

421,4661

0,072104637

-3,793764156 2Down

ENSRNOT00000 ---

Uncharacterized ENSRNOT00000 ENSEMBL

Uncharacterized protein

TC0200002371.r	144,6433

406,03

0,356237963

-1,489086829 2Down

NM_175597

Ssx2ip

synovial sarcomaNM_175597

RefSeq

Rattus norvegicus synovial sarcoma, X breakpoint 2

TC0200002386.r	41,95916

136,3663

0,307694496

-1,700429456 2Down

mRNARGD6501 LOC100909794 null

mRNARGD6501 Rat Genome Dat null

TC0200002401.r	49,06343
TC0200002496.r	140,3476
TC0200002528.r	1115,794
TC0200002606.r	44,2136

118,8673
281,0834
3003,405
118,7307

0,412758008
0,499309458
0,37150967
0,372385575

-1,276631888 2Down
-1,001993861 2Down
-1,428528332 2Down
-1,425130906 2Down

ENSRNOT00000 Ifi44l NM_001047917 Arsk NM_001109468 Polr3g NM_001191958 Zfyve16

interferon-induce ENSRNOT00000 ENSEMBL arylsulfatase fam NM_001047917 RefSeq polymerase (RN NM_001109468 RefSeq zinc finger, FYVE NM_001191958 RefSeq

interferon-induced protein 44-like [gene_biotype:pro Rattus norvegicus arylsulfatase family, member K (A Rattus norvegicus polymerase (RNA) III (DNA direct Rattus norvegicus zinc finger, FYVE domain contain

TC0200002648.r	27,83081

102,2371

0,272218304

-1,877164016 2Down

NM_053897

F2rl1

coagulation facto NM_053897

RefSeq

Rattus norvegicus coagulation factor II (thrombin) re

TC0200002703.r	147,2842

499,6299

0,294786601

-1,762257144 2Down

NM_001013903 Tmem171

transmembrane

NM_001013903 RefSeq

Rattus norvegicus transmembrane protein 171 (Tme

TC0200002718.r	11,86123

26,37754

0,449671577

-1,153056399 2Down

NM_019217

Map1b

microtubule-asso NM_019217

RefSeq

Rattus norvegicus microtubule-associated protein 1

TC0200002781.r	369,8704
TC0200002883.r	1003,724

863,1866
2955,503

0,42849414
0,339611904

-1,22265262 2Down
-1,558041068 2Down

NM_020092 NM_053887

Srek1 Map3k1

splicing regulator NM_020092 mitogen activate NM_053887

RefSeq RefSeq

Rattus norvegicus splicing regulatory glutamine/lysin Rattus norvegicus mitogen activated protein kinase

TC0200002889.r	831,6672

3792,497

0,219292777

-2,189069799 2Down

ENSRNOT00000 LOC100912399 mitogen-activate ENSRNOT00000 ENSEMBL

mitogen-activated protein kinase kinase kinase 1-lik

TC0200002943.r	495,5185
TC0200003012.r	616,923
TC0200003027.r	14774,33

1002,2
2615,723
52150,28

0,494430752
0,235851808
0,283302985

-1,016159617 2Down
-2,084047432 2Down
-1,819582292 2Down

NM_001007634 Pelo NM_001106413 Card6 NM_001005384 Osmr

pelota homolog ( NM_001007634 RefSeq caspase recruitm NM_001106413 RefSeq oncostatin M rec NM_001005384 RefSeq

Rattus norvegicus pelota homolog (Drosophila) (Pel Rattus norvegicus caspase recruitment domain fami Rattus norvegicus oncostatin M receptor (Osmr), m

TC0200003225.r	360,2878

1401,243

0,257120143

-1,959485461 2Down

NM_019291

Car2

carbonic anhydra NM_019291

RefSeq

Rattus norvegicus carbonic anhydrase 2 (Car2), mR

TC0200003229.r	20,09928

49,38504

0,406991267

-1,296930257 2Down

NM_001100645 Lrrcc1

leucine rich repe NM_001100645 RefSeq

Rattus norvegicus leucine rich repeat and coiled-coil

TC0200003231.r	19,49512
TC0200003282.r	18,1575

45,38809
36,49617

0,429520608
0,497517959

-1,219200744 2Down
-1,007179492 2Down

NM_001017465 LOC361914 NM_001047947 LOC499573

similar to solute LRRGT00056

NM_001017465 RefSeq NM_001047947 RefSeq

Rattus norvegicus similar to solute carrier family 7 (c Rattus norvegicus LRRGT00056 (LOC499573), mR

TC0200003298.r	99,4062
TC0200003308.r	72,34963
TC0200003314.r	184,1967

410,9789
225,0372
650,1464

0,241876651
0,321500756
0,283315727

-2,047656586 2Down
-1,637105963 2Down
-1,819517406 2Down

NM_001107661 Zc2hc1a NM_001191702 Zfhx4 NM_001108939 Hnf4g

zinc finger, C2HCNM_001107661 RefSeq zinc finger home NM_001191702 RefSeq hepatocyte nucle NM_001108939 RefSeq

Rattus norvegicus zinc finger, C2HC-type containing Rattus norvegicus zinc finger homeobox 4 (Zfhx4), Rattus norvegicus hepatocyte nuclear factor 4, gam

TC0200003331.r	183,0232

670,4127

0,273000795

-1,873022943 2Down

NM_019138

Cyp7b1

cytochrome P45 NM_019138

RefSeq

Rattus norvegicus cytochrome P450, family 7, subfa

TC0200003418.r	220,0558

1531,253

0,143709629

-2,798771368 2Down

ENSRNOT00000 Skil

SKI-like proto-on ENSRNOT00000 ENSEMBL

SKI-like proto-oncogene [gene_biotype:protein_codi

TC0200003429.r	122,2167

489,5568

0,24964764

-2,002034824 2Down

NM_001012178 Mynn

myoneurin

NM_001012178 RefSeq

Rattus norvegicus myoneurin (Mynn), mRNA.

TC0200003481.r	4671,847

11391,41

0,410120169

-1,285881398 2Down

NM_001012179 Fxr1

fragile X mental r NM_001012179 RefSeq

Rattus norvegicus fragile X mental retardation, auto

TC0200003501.r	1288,694

2823,532

0,45641204

-1,131591245 2Down

mRNARGD7583 LOC100909470 fragile X mental r mRNARGD7583 Rat Genome Dat fragile X mental retardation syndrome-related protei

TC0200003650.r	218,48
TC0200003652.r	23,53802

1165,663
73,40539

0,187429815
0,320657924

-2,415577633 2Down
-1,640893034 2Down

NM_001109558 Setd7 NM_001107675 Maml3

SET domain con NM_001109558 RefSeq mastermind-like NM_001107675 RefSeq

Rattus norvegicus SET domain containing (lysine m Rattus norvegicus mastermind-like transcriptional co

TC0200003743.r	32,19411

80,73795

0,398748172

-1,326450189 2Down

NM_030873

Pfn2

profilin 2

NM_030873

RefSeq

Rattus norvegicus profilin 2 (Pfn2), mRNA.

TC0200003745.r	44,18194

89,1993

0,495317116

-1,013575621 2Down

NM_030873_2

Pfn2

profilin 2 (Pfn2), NM_030873_2

RefSeq

profilin 2 (Pfn2), mRNA

TC0200003831.r	30,57021
TC0200003953.r	110,4692

102,0957
353,372

0,299427008
0,312614469

-1,739723737 2Down
-1,677543543 2Down

NM_001014790 Rarres1 ENSRNOT00000 LOC679811

retinoic acid rece NM_001014790 RefSeq similar to RIKEN ENSRNOT00000 ENSEMBL

Rattus norvegicus retinoic acid receptor responder ( similar to RIKEN cDNA D930015E06 [gene_biotype:

TC0200004027.r	19,25705

63,17093

0,304840375

-1,713874099 2Down

NM_183054

Rhbg

Rh family, B glyc NM_183054

RefSeq

Rattus norvegicus Rh family, B glycoprotein (Rhbg),

TC0200004037.r	752,8438

3642,917

0,206659608

-2,274671654 2Down

NM_001012078 Sema4a

sema domain, im NM_001012078 RefSeq

Rattus norvegicus sema domain, immunoglobulin do

TC0200004038.r	669,7288

2622,745

0,255354142

-1,969428632 2Down

NM_001002016 Lmna

lamin A/C

NM_001002016 RefSeq

Rattus norvegicus lamin A/C (Lmna), mRNA.

TC0200004047.r	15,37599

35,44161

0,433840054

-1,204764839 2Down

NM_031667

Syt11

synaptotagmin X NM_031667

RefSeq

Rattus norvegicus synaptotagmin XI (Syt11), mRNA

TC0200004051.r	77,3839

173,3684

0,446355276

-1,163735617 2Down

NM_001106443 Msto1

misato 1, mitoch NM_001106443 RefSeq

Rattus norvegicus misato 1, mitochondrial distributio

TC0200004066.r	365,5216

2038,381

0,179319568

-2,479395167 2Down

NM_053599

Efna1

ephrin A1

NM_053599

RefSeq

Rattus norvegicus ephrin A1 (Efna1), mRNA.

TC0200004074.r	570,3137
TC0200004087.r	32,98803
TC0200004090.r	5628,078

2786,396
71,96142
18665,79

0,204677907
0,458412716
0,301518339

-2,288572713 2Down
-1,125281031 2Down
-1,729682341 2Down

NM_001106446 Zbtb7b ENSRNOT00000 LOC685152 NM_001024798 Atp8b2

zinc finger and B NM_001106446 RefSeq ATPase, class I, ENSRNOT00000 ENSEMBL
Atpase, class I, t NM_001024798 RefSeq

Rattus norvegicus zinc finger and BTB domain cont ATPase, aminophospholipid transporter, class I, type Rattus norvegicus Atpase, class I, type 8B, member

TC0200004186.r	80,60434

662,5254

0,121662264

-3,039046341 2Down

ENSRNOT00000 Cgn

cingulin

ENSRNOT00000 ENSEMBL

cingulin [gene_biotype:protein_coding transcript_bio

TC0200004210.r	202,574
TC0200004219.r	1085,221
TC0200004221.r	255,9499
TC0200004274.r	46,32747

492,7176
2378,667
626,895
244,5362

0,411136115
0,456230738
0,408281929
0,189450355

-1,282311987 2Down
-1,132164446 2Down
-1,29236238 2Down
-2,400108249 2Down

NM_001271175 Setdb1 ENSRNOT00000 Rprd2 NM_001108559 Prpf3 ENSRNOT00000 Bcl9

SET domain, bifu NM_001271175 RefSeq regulation of nuc ENSRNOT00000 ENSEMBL pre-mRNA proce NM_001108559 RefSeq
B-cell CLL/lymph ENSRNOT00000 ENSEMBL

Rattus norvegicus SET domain, bifurcated 1 (Setdb regulation of nuclear pre-mRNA domain containing 2 Rattus norvegicus pre-mRNA processing factor 3 (P B-cell CLL/lymphoma 9 [gene_biotype:protein_codin

TC0200004327.r	280,5614

1421,991

0,197301811

-2,341523894 2Down

NM_019243

Ptgfrn

prostaglandin F2 NM_019243

RefSeq

Rattus norvegicus prostaglandin F2 receptor inhibito

TC0200004340.r	22,75739

144,766

0,157201207

-2,669315796 2Down

NM_001106456 Mab21l3

mab-21-like 3 (C NM_001106456 RefSeq

Rattus norvegicus mab-21-like 3 (C. elegans) (Mab2

TC0200004385.r	210,9613

650,5896

0,324261716

-1,624769394 2Down

NM_001107711

Mov10

Mov10 RISC comNM_001107711

RefSeq

Rattus norvegicus Mov10 RISC complex RNA helica

TC0200004386.r	2351,211
TC0200004389.r	761,1599

7226,285
4282,076

0,32536926
0,177754879

-1,619850141 2Down
-2,492038938 2Down

NM_001109625 Capza1
NM_001107712 Cttnbp2nl

capping protein ( NM_001109625 RefSeq CTTNBP2 N-ter NM_001107712 RefSeq

Rattus norvegicus capping protein (actin filament) m Rattus norvegicus CTTNBP2 N-terminal like (Cttnbp

TC0200004400.r	267,7885

566,7158

0,47252697

-1,081531419 2Down

NM_001191711

Ddx20

DEAD (Asp-Glu- NM_001191711

RefSeq

Rattus norvegicus DEAD (Asp-Glu-Ala-Asp) box pol

TC0200004432.r	490,103
TC0200004440.r	60,06243

1263,13
210,1707

0,388006777
0,285779274

-1,365846245 2Down
-1,807026807 2Down

ENSRNOT00000 Rbm15 ENSRNOT00000 Strip1

RNA binding mot ENSRNOT00000 ENSEMBL striatin interactin ENSRNOT00000 ENSEMBL

RNA binding motif protein 15 [gene_biotype:protein_ striatin interacting protein 1 [gene_biotype:protein_c

TC0200004444.r	65,30646

633,0176

0,103166895

-3,276947999 2Down

NM_023981

Csf1

colony stimulatin NM_023981

RefSeq

Rattus norvegicus colony stimulating factor 1 (macro

TC0200004463.r	28,59245
TC0200004483.r	1861,502

84,03712
6343,962

0,340235958
0,293428933

-1,555392475 2Down
-1,768916963 2Down

NM_001277236 Cyb561d1 NM_001024305 Prpf38b

cytochrome b561 NM_001277236 RefSeq pre-mRNA proce NM_001024305 RefSeq

Rattus norvegicus cytochrome b561 family, member Rattus norvegicus pre-mRNA processing factor 38B

TC0200004496.r	31,30363
TC0200004500.r	29,58468

65,1158
96,79902

0,480737855
0,305629954

-1,056677685 2Down
-1,710142151 2Down

NM_001106466_ Prmt6 NM_001106466 Prmt6

protein arginine protein arginine

NM_001106466_ RefSeq NM_001106466 RefSeq

protein arginine methyltransferase 6 (Prmt6), mRNA Rattus norvegicus protein arginine methyltransferas

TC0200004528.r	1594,008
TC0200004540.r	1103,381

3508,359
2681,581

0,45434575
0,411466594

-1,138137512 2Down
-1,281152789 2Down

NM_001191715 Slc30a7 NM_001012082 Slc35a3

solute carrier famNM_001191715 RefSeq solute carrier famNM_001012082 RefSeq

Rattus norvegicus solute carrier family 30 (zinc trans Rattus norvegicus solute carrier family 35 (UDP-N-a

TC0200004654.r	333,9719

1434,06

0,232885584

-2,10230676 2Down

ENSRNOT00000 Alpk1

alpha-kinase 1

ENSRNOT00000 ENSEMBL

alpha-kinase 1 [gene_biotype:protein_coding transc

TC0200004726.r	96,89816
TC0200004748.r	7389,325
TC0200004780.r	1256,406
TC0200004820.r	88,54196
TC0200004960.r	341,5145
TC0200004976.r	232,0663

260,4331
15493,1
2843,58
1727,224
1012,617
623,6627

0,372065456
0,476942962
0,441839512
0,051262581
0,337259299
0,37210226

-1,426371645 2Down
-1,068111352 2Down
-1,178405655 2Down
-4,285950075 2Down
-1,568069871 2Down
-1,426228943 2Down

NM_001107725 Gstcd NM_001276711 Nfkb1 NM_001106476 Metap1 ENSRNOT00000 Gbp3 NM_001035255 Srsf11 NM_001024797 Gon4l

glutathione S-tra NM_001107725 RefSeq nuclear factor of NM_001276711 RefSeq methionyl amino NM_001106476 RefSeq guanylate bindin ENSRNOT00000 ENSEMBL serine/arginine-ri NM_001035255 RefSeq gon-4-like (C. ele NM_001024797 RefSeq

Rattus norvegicus glutathione S-transferase, C-term Rattus norvegicus nuclear factor of kappa light polyp Rattus norvegicus methionyl aminopeptidase 1 (Met guanylate binding protein 3 [gene_biotype:protein_c Rattus norvegicus serine/arginine-rich splicing facto Rattus norvegicus gon-4-like (C. elegans) (Gon4l), m

TC0200004977.r	239,1248

572,6385

0,417584218

-1,259860908 2Down

NM_024358

Notch2

notch 2

NM_024358

RefSeq

Rattus norvegicus notch 2 (Notch2), mRNA.

TC0200004979.r	51,76975

121,4065

0,426416625

-1,229664408 2Down

NM_001106447 Pygo2

pygopus family P NM_001106447 RefSeq

Rattus norvegicus pygopus family PHD finger 2 (Py

TC0300000029.r	183,7919
TC0300000060.r	160,7644

399,3155
355,5666

0,460267383
0,452135831

-1,119455887 2Down
-1,145171843 2Down

NM_198770 NM_024396

Zmynd19 Abca2

zinc finger, MYN NM_198770 ATP-binding cas NM_024396

RefSeq RefSeq

Rattus norvegicus zinc finger, MYND-type containin Rattus norvegicus ATP-binding cassette, subfamily A

TC0300000147.r	1248,483
TC0300000161.r	121,3383

2549,892
271,3773

0,489621913
0,447120301

-1,030259967 2Down
-1,161265044 2Down

NM_001039034 Wdr5 NM_001108576 Mrps2

WD repeat doma NM_001039034 RefSeq mitochondrial rib NM_001108576 RefSeq

Rattus norvegicus WD repeat domain 5 (Wdr5), mR Rattus norvegicus mitochondrial ribosomal protein S

TC0300000170.r	271,914

597,6697

0,454956977

-1,136197971 2Down

NM_021854

Tsc1

tuberous sclerosi NM_021854

RefSeq

Rattus norvegicus tuberous sclerosis 1 (Tsc1), mRN

TC0300000175.r	40,52657
TC0300000193.r	104,5644
TC0300000255.r	108,2275
TC0300000259.r	387,7989
TC0300000262.r	223,2976

112,4491
228,7359
353,1983
925,1089
551,6367

0,360399238
0,457140309
0,30642135
0,419192703
0,404791052

-1,472332132 2Down
-1,129291059 2Down
-1,706411273 2Down
-1,254314493 2Down
-1,304750696 2Down

NM_001107824 Ddx31 NM_001025731 Gle1 NM_001106568 Ciz1 ENSRNOT00000 Fam102a
ENSRNOT00000 St6galnac4

DEAD (Asp-Glu- NM_001107824 RefSeq
GLE1 RNA expo NM_001025731 RefSeq CDKN1A interact NM_001106568 RefSeq family with seque ENSRNOT00000 ENSEMBL ST6 (alpha-N-ac ENSRNOT00000 ENSEMBL

Rattus norvegicus DEAD (Asp-Glu-Ala-Asp) box pol Rattus norvegicus GLE1 RNA export mediator (Gle1 Rattus norvegicus CDKN1A interacting zinc finger pr family with sequence similarity 102, member A [gene ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl

TC0300000345.r	6,783592

14,50946

0,467528909

-1,096872521 2Down

ENSRNOT00000 LOC100912707 Ig kappa chain V ENSRNOT00000 ENSEMBL

Ig kappa chain V19-17-like [gene_biotype:protein_c

TC0300000448.r	12,72493
TC0300000459.r	807,7966
TC0300000497.r	8,357623
TC0300000574.r	528,7885

25,68788
2620,595
20,55863
1076,391

0,495367076
0,30824931
0,406526262
0,491260611

-1,013430111 2Down
-1,697830431 2Down
-1,298579541 2Down
-1,025439527 2Down

NM_001109554 Gpr21 NM_001277232 Nek6 NM_001013917 Arhgap15 ENSRNOT00000 Rif1

G protein-couple NM_001109554 RefSeq NIMA-related kin NM_001277232 RefSeq Rho GTPase act NM_001013917 RefSeq Rap1 interacting ENSRNOT00000 ENSEMBL

Rattus norvegicus G protein-coupled receptor 21 (G Rattus norvegicus NIMA-related kinase 6 (Nek6), tra Rattus norvegicus Rho GTPase activating protein 1 Rap1 interacting factor 1 homolog (yeast)

TC0300000617.r	256,5421
TC0300000889.r	210,1138

645,8197
422,6445

0,397234863
0,497140741

-1,33193585 2Down
-1,008273756 2Down

NM_012736 NM_053350

Gpd2 Agps

glycerol-3-phosp NM_012736 alkylglycerone phNM_053350

RefSeq RefSeq

Rattus norvegicus glycerol-3-phosphate dehydrogen Rattus norvegicus alkylglycerone phosphate syntha

TC0300001075.r	7,968662

18,79653

0,423943249

-1,238056943 2Down

NM_001000646 Olr635

olfactory recepto NM_001000646 RefSeq

Rattus norvegicus olfactory receptor 635 (Olr635), m

TC0300001134.r TC0300001141.r TC0300001144.r TC0300001160.r

61,38179
509,068
740,6931
113,9579

258,9988
1959,741
1901,522
235,8461

0,236996426
0,259762897
0,389526443
0,483187553

-2,077062791 2Down
-1,944732714 2Down
-1,360206828 2Down
-1,049344803 2Down

NM_001009966 Pacsin3 NM_001107747 Arhgap1 NM_001134341 Ambra1 ENSRNOT00000 Phf21a

protein kinase C NM_001009966 RefSeq Rho GTPase act NM_001107747 RefSeq autophagy/beclin NM_001134341 RefSeq PHD finger prote ENSRNOT00000 ENSEMBL

Rattus norvegicus protein kinase C and casein kinas Rattus norvegicus Rho GTPase activating protein 1 Rattus norvegicus autophagy/beclin 1 regulator 1 (A PHD finger protein 21A [gene_biotype:protein_codin

TC0300001202.r	15,02576
TC0300001445.r	42,93178
TC0300001465.r	598,8617
TC0300001492.r	23,46309

34,09133
122,4633
1806,405
61,73441

0,440750185
0,350568538
0,331521281
0,380065024

-1,18196692 2Down
-1,51223157 2Down
-1,592826611 2Down
-1,395681831 2Down

NM_001107749 Tp53i11 ENSRNOT00000 RGD1563680 ENSRNOT00000 Fam98b ENSRNOT00000 Bahd1

tumor protein p5 NM_001107749 RefSeq similar to CDNA ENSRNOT00000 ENSEMBL
family with seque ENSRNOT00000 ENSEMBL bromo adjacent hENSRNOT00000 ENSEMBL

Rattus norvegicus tumor protein p53 inducible prote similar to CDNA sequence BC052040 [gene_biotype family with sequence similarity 98, member B [gene bromo adjacent homology domain containing 1 [gen

TC0300001496.r	300,848
TC0300001506.r	29,47235
TC0300001508.r	84,1236
TC0300001520.r	198,095
TC0300001523.r	2050,044
TC0300001540.r	527,9164
TC0300001557.r	366,5359
TC0300001580.r	5903,767
TC0300001584.r	16,90941
TC0300001588.r	452,8323

708,2332
606,7117
246,5918
709,4861
4199,373
1662,725
1050,438
12130,16
37,31076
33869,34

0,424786638
0,048577191
0,341145164
0,279209135
0,488178592
0,317500729
0,348936253
0,486701494
0,453204652
0,013369977

-1,235189709 2Down
-4,363577128 2Down
-1,551542331 2Down
-1,840581953 2Down
-1,034519063 2Down
-1,655168189 2Down
-1,518964599 2Down
-1,03889089 2Down
-1,141765425 2Down
-6,224859196 2Down

NM_001135845 Rpusd2 NM_001004265 Spint1 NM_001106499 Vps18 NM_001108958 Rtf1 ENSRNOT00000 Mga
NM_001135845_ Rpusd2 ENSRNOT00000 Tubgcp4 NM_001077670 Eif3j NM_001013160 Trim69 NM_001191965 Duoxa2

RNA pseudourid NM_001135845 RefSeq serine peptidase NM_001004265 RefSeq vacuolar protein NM_001106499 RefSeq Rtf1, Paf1/RNA p NM_001108958 RefSeq MGA, MAX dime ENSRNOT00000 ENSEMBL
RNA pseudourid NM_001135845_ RefSeq tubulin, gamma c ENSRNOT00000 ENSEMBL eukaryotic transl NM_001077670 RefSeq tripartite motif-co NM_001013160 RefSeq dual oxidase mat NM_001191965 RefSeq

Rattus norvegicus RNA pseudouridylate synthase d Rattus norvegicus serine peptidase inhibitor, Kunitz Rattus norvegicus vacuolar protein sorting 18 homol Rattus norvegicus Rtf1, Paf1/RNA polymerase II co MGA, MAX dimerization protein [gene_biotype:prote RNA pseudouridylate synthase domain containing 2 tubulin, gamma complex associated protein 4 [gene Rattus norvegicus eukaryotic translation initiation fa Rattus norvegicus tripartite motif-containing 69 (Trim Rattus norvegicus dual oxidase maturation factor 2 (

TC0300001661.r	7,145283

19,7681

0,361455223

-1,468111156 2Down

NM_138505

Adra2b

adrenoceptor alp NM_138505

RefSeq

Rattus norvegicus adrenoceptor alpha 2B (Adra2b),

TC0300001682.r	392,8511

1124,728

0,349285427

-1,517521643 2Down

NM_001191854 Tmem87b

transmembrane

NM_001191854 RefSeq

Rattus norvegicus transmembrane protein 87B (Tme

TC0300001690.r	311,1282
TC0300001702.r	3282,398

700,2499
14681,24

0,444310238
0,223577709

-1,170360709 2Down
-2,16115174 2Down

NM_138536 NM_013016

Ttl Sirpa

tubulin tyrosine li NM_138536 signal-regulatory NM_013016

RefSeq RefSeq

Rattus norvegicus tubulin tyrosine ligase (Ttl), mRN Rattus norvegicus signal-regulatory protein alpha (S

TC0300001736.r	25,72597
TC0300001739.r	171,6241
TC0300001792.r	36,90678
TC0300001825.r	259,6456
TC0300001884.r	59,28309
TC0300001905.r	289,2246
TC0300001941.r	118,2307

52,10606
412,6973
76,67967
573,0573
161,7487
761,8234
349,4031

0,493723187
0,415859517
0,481311148
0,453088374
0,366513548
0,379647829
0,338379081

-1,018225694 2Down
-1,265831845 2Down
-1,054958256 2Down
-1,142135624 2Down
-1,448061565 2Down
-1,397266336 2Down
-1,563287711 2Down

NM_001107778 Hspa12b NM_001134618 Ap5s1 NM_001077641 Plcb1 NM_001107782 Btbd3 NM_001024313 Zfp133 NM_001108595 Naa20 NM_001106521 Nxt1

heat shock prote NM_001107778 RefSeq adaptor-related p NM_001134618 RefSeq phospholipase C NM_001077641 RefSeq BTB (POZ) domaNM_001107782 RefSeq zinc finger protei NM_001024313 RefSeq N(alpha)-acetyltr NM_001108595 RefSeq nuclear transport NM_001106521 RefSeq

Rattus norvegicus heat shock protein 12B (Hspa12b Rattus norvegicus adaptor-related protein complex 5 Rattus norvegicus phospholipase C, beta 1 (phosph Rattus norvegicus BTB (POZ) domain containing 3 ( Rattus norvegicus zinc finger protein 133 (Zfp133), Rattus norvegicus N(alpha)-acetyltransferase 20, Na Rattus norvegicus nuclear transport factor 2-like exp

TC0300001990.r	68,62214
TC0300002005.r	908,4905

159,8531
2108,45

0,42928251
0,430880742

-1,2200007 2Down
-1,214639476 2Down

NM_013188 NM_013102

Pygb Fkbp1a

phosphorylase, g NM_013188 FK506 binding pr NM_013102

RefSeq RefSeq

Rattus norvegicus phosphorylase, glycogen; brain ( Rattus norvegicus FK506 binding protein 1a (Fkbp1

TC0300002025.r	7362,464

42532,64

0,173101505

-2,530309826 2Down

NM_001047858 Srxn1

sulfiredoxin 1

NM_001047858 RefSeq

Rattus norvegicus sulfiredoxin 1 (Srxn1), mRNA.

TC0300002030.r	1180,661
TC0300002064.r	89,20549
TC0300002086.r	9,321493

3134,529
266,0609
20,72968

0,376662969
0,335282223
0,449668929

-1,40865389 2Down
-1,576552103 2Down
-1,153064895 2Down

NM_001004281 Tbc1d20 NM_001106529 Kif3b NM_001077680 Bpifb1

TBC1 domain fa NM_001004281 RefSeq kinesin family me NM_001106529 RefSeq BPI fold containi NM_001077680 RefSeq

Rattus norvegicus TBC1 domain family, member 20 Rattus norvegicus kinesin family member 3B (Kif3b) Rattus norvegicus BPI fold containing family B, mem

TC0300002102.r	30471,85

64814,02

0,47014288

-1,088828827 2Down

mRNARGD7635 Chmp4b

ENCODES a pro mRNARGD7635 Rat Genome Dat ENCODES a protein that exhibits identical protein bi

TC0300002145.r	202,5911

413,1834

0,490317617

-1,028211497 2Down

NM_001107795 Phf20

PHD finger prote NM_001107795 RefSeq

Rattus norvegicus PHD finger protein 20 (Phf20), m

TC0300002156.r	20,3947

43,41813

0,469727738

-1,090103305 2Down

NM_173145

Dlgap4

discs, large (Dro NM_173145

RefSeq

Rattus norvegicus discs, large (Drosophila) homolog

TC0300002187.r	268,2104

586,6572

0,457184195

-1,129152563 2Down

NM_001098727 Rprd1b

regulation of nuc NM_001098727 RefSeq

Rattus norvegicus regulation of nuclear pre-mRNA d

TC0300002191.r	176475

445152,1

0,396437532

-1,33483454 2Down

NM_017208

Lbp

lipopolysaccharid NM_017208

RefSeq

Rattus norvegicus lipopolysaccharide binding protei

TC0300002196.r	369,9836
TC0300002246.r	229,1425
TC0300002259.r	5054,064
TC0300002261.r	233,3587
TC0300002271.r	457,2029
TC0300002283.r	1631,202
TC0300002356.r	308,8147
TC0300002365.r	2497,332

875,3563
657,8889
25769,07
573,3101
1489,991
4262,056
847,4094
6346,466

0,42266629
0,34829969
0,19612908
0,407037483
0,306849437
0,382726553
0,364422085
0,393499626

-1,24240904 2Down
-1,521598906 2Down
-2,350124633 2Down
-1,296766441 2Down
-1,704397157 2Down
-1,3856141 2Down
-1,456317704 2Down
-1,345565829 2Down

NM_001271210 Ralgapb NM_001014185 Srsf6 NM_001270931 Hnf4a NM_001106537 Ttpal NM_001107800 Stk4 NM_001106540 Pigt NM_001135801 Ddx27 NM_001001517 Rnf114

Ral GTPase acti NM_001271210 RefSeq serine/arginine-ri NM_001014185 RefSeq hepatocyte nucle NM_001270931 RefSeq tocopherol (alphaNM_001106537 RefSeq serine/threonine NM_001107800 RefSeq phosphatidylinos NM_001106540 RefSeq DEAD (Asp-Glu- NM_001135801 RefSeq
ring finger protei NM_001001517 RefSeq

Rattus norvegicus Ral GTPase activating protein, be Rattus norvegicus serine/arginine-rich splicing facto Rattus norvegicus hepatocyte nuclear factor 4, alph Rattus norvegicus tocopherol (alpha) transfer protei Rattus norvegicus serine/threonine kinase 4 (Stk4), Rattus norvegicus phosphatidylinositol glycan ancho Rattus norvegicus DEAD (Asp-Glu-Ala-Asp) box pol Rattus norvegicus ring finger protein 114 (Rnf114), m

TC0300002381.r	265,2019

1060,547

0,250061431

-1,999645541 2Down

NM_012637

Ptpn1

protein tyrosine p NM_012637

RefSeq

Rattus norvegicus protein tyrosine phosphatase, no

TC0300002567.r	11,66121

24,46494

0,476649851

-1,06899825 2Down

NM_001108967 Ntsr1

neurotensin rece NM_001108967 RefSeq

Rattus norvegicus neurotensin receptor 1 (Ntsr1), m

TC0300002570.r	455,9839
TC0300002575.r	310,7034

1005,921
756,806

0,453299911
0,410545635

-1,141462216 2Down
-1,284385498 2Down

NM_053340 NM_198743

Ogfr Gid8

opioid growth fac NM_053340 GID complex sub NM_198743

RefSeq RefSeq

Rattus norvegicus opioid growth factor receptor (Og Rattus norvegicus GID complex subunit 8 (Gid8), m

TC0300002599.r	35,12713
TC0300002718.r	427,6529
TC0300002726.r	67,30759

114,6313
1053,237
188,1549

0,306435764
0,406036723
0,357724354

-1,706343411 2Down
-1,300317881 2Down
-1,483079755 2Down

NM_001009656 Zgpat NM_001109434 Qsox2 ENSRNOT00000 Snapc4

zinc finger, CCC NM_001009656 RefSeq quiescin Q6 sulfh NM_001109434 RefSeq small nuclear RN ENSRNOT00000 ENSEMBL

Rattus norvegicus zinc finger, CCCH-type with G pa Rattus norvegicus quiescin Q6 sulfhydryl oxidase 2 small nuclear RNA activating complex, polypeptide 4

TC0300002730.r	42,14209

86,46651

0,48738049

-1,036879595 2Down

NM_001105721 Notch1

notch 1

NM_001105721 RefSeq

Rattus norvegicus notch 1 (Notch1), mRNA.

TC0300002742.r	48,94205
TC0300002752.r	34,12367
TC0300002766.r	159,1525
TC0300002788.r	1210,885

98,15275
78,52978
345,8768
3151,774

0,49863147
0,434531588
0,460142166
0,38419157

-1,003954157 2Down
-1,202467039 2Down
-1,119848428 2Down
-1,380102233 2Down

NM_001077679 Med22 NM_001077679_ Med22 NM_001108575 Brd3 NM_001109473 Gtf3c4

mediator comple NM_001077679 RefSeq mediator comple NM_001077679_ RefSeq bromodomain co NM_001108575 RefSeq general transcrip NM_001109473 RefSeq

Rattus norvegicus mediator complex subunit 22 (Me mediator complex subunit 22 (Med22), mRNA Rattus norvegicus bromodomain containing 3 (Brd3) Rattus norvegicus general transcription factor IIIC, p

TC0300002832.r	404,0791

1160,51

0,348190968

-1,522049316 2Down

ENSRNOT00000 LOC100909750 tyrosine-protein k ENSRNOT00000 ENSEMBL

tyrosine-protein kinase ABL1-like [gene_biotype:prot

TC0300002836.r	14,71776
TC0300002852.r	1317,494

30,93823
3237,571

0,475714351
0,406939029

-1,071832547 2Down
-1,29711544 2Down

NM_001100979 RGD1311084 NM_001039337 Fubp3

similar to 170011 NM_001100979 RefSeq far upstream ele NM_001039337 RefSeq

Rattus norvegicus similar to 1700113K14Rik protein Rattus norvegicus far upstream element (FUSE) bin

TC0300002875.r	95013,62

211808,6

0,448582447

-1,156554927 2Down

NM_130741

Lcn2

lipocalin 2

NM_130741

RefSeq

Rattus norvegicus lipocalin 2 (Lcn2), mRNA.

TC0300002905.r	150,9459

438,5846

0,344165983

-1,538823585 2Down

NM_001271232 Mvb12b

multivesicular bo NM_001271232 RefSeq

Rattus norvegicus multivesicular body subunit 12B (

TC0300002974.r	9,873646

24,61259

0,401162413

-1,317741655 2Down

mRNARGD6580 LOC100364505 hypothetical LOC mRNARGD6580 Rat Genome Dat hypothetical LOC100364505

TC0300003106.r	23,47575
TC0300003107.r	826,0168

148,373
2599,704

0,158221172
0,317734942

-2,659985428 2Down
-1,654104339 2Down

NM_001037649 Rbm43 NM_001034148 Nmi

RNA binding mot NM_001037649 RefSeq N-myc (and STA NM_001034148 RefSeq

Rattus norvegicus RNA binding motif protein 43 (Rb Rattus norvegicus N-myc (and STAT) interactor (Nm

TC0300003115.r

2903,709

6102,15

0,475850151

-1,071420765 2Down

NM_001012085 Stam2

signal transducin NM_001012085 RefSeq

Rattus norvegicus signal transducing adaptor molec

TC0300003192.r	727,8911
TC0300003271.r	62,81062

3340,41
148,8162

0,217904718
0,422068431

-2,198230659 2Down
-1,24445117 2Down

NM_001109199 Ifih1 ENSRNOT00000 Mettl8

interferon induce NM_001109199 RefSeq methyltransferas ENSRNOT00000 ENSEMBL

Rattus norvegicus interferon induced with helicase C methyltransferase like 8 [gene_biotype:protein_codi

TC0300003359.r	4106,668

10349,04

0,396816323

-1,333456723 2Down

NM_031789

Nfe2l2

nuclear factor, er NM_031789

RefSeq

Rattus norvegicus nuclear factor, erythroid 2-like 2 (

TC0300003366.r	17,19373
TC0300003383.r	96,66061
TC0300003413.r	31,64924
TC0300003474.r	18,85106
TC0300003532.r	19,98652

35,9699
390,7923
105,9953
50,83374
49,12355

0,478003275
0,247345227
0,298590975
0,370837558
0,406862289

-1,064907592 2Down
-2,015402037 2Down
-1,743757533 2Down
-1,431140729 2Down
-1,297387528 2Down

NM_001271494 Ttc30a NM_001107736 Zfp385b ENSRNOT00000 --- NM_001000684 Olr481 NM_001000328 Olr576

tetratricopeptide NM_001271494 RefSeq zinc finger protei NM_001107736 RefSeq Uncharacterized ENSRNOT00000 ENSEMBL olfactory recepto NM_001000684 RefSeq olfactory recepto NM_001000328 RefSeq

Rattus norvegicus tetratricopeptide repeat domain 3 Rattus norvegicus zinc finger protein 385B (Zfp385b Uncharacterized protein
Rattus norvegicus olfactory receptor 481 (Olr481), m Rattus norvegicus olfactory receptor 576 (Olr576), m

TC0300003630.r	6175,664

14506,23

0,425724947

-1,232006462 2Down

NM_017269

Ptprj

protein tyrosine p NM_017269

RefSeq

Rattus norvegicus protein tyrosine phosphatase, rec

TC0300003646.r	61,78638

166,4255

0,371255487

-1,429515748 2Down

NM_001039196 Slc39a13

solute carrier famNM_001039196 RefSeq

Rattus norvegicus solute carrier family 39 (zinc trans

TC0300003650.r	2462,505
TC0300003762.r	72,18864

7399,727
1033,735

0,332783223
0,069832829

-1,587345392 2Down
-3,839950761 2Down

NM_031627 NM_012924

Nr1h3 Cd44

nuclear receptor NM_031627 CD44 molecule ( NM_012924

RefSeq RefSeq

Rattus norvegicus nuclear receptor subfamily 1, gro Rattus norvegicus CD44 molecule (Indian blood gro

TC0300003767.r	93,53286
TC0300003771.r	218,0142
TC0300003791.r	599,5775
TC0300003793.r	562,1226

393,7619
766,7037
1288,854
1284,485

0,237536593
0,284352612
0,465202032
0,437624885

-2,073778317 2Down
-1,814247036 2Down
-1,104070696 2Down
-1,192233318 2Down

NM_001106493 Ehf NM_001107756 Nat10 NM_001109202 Tcp11l1 NM_001139493 Qser1

ets homologous NM_001106493 RefSeq N-acetyltransfera NM_001107756 RefSeq t-complex 11, tes NM_001109202 RefSeq glutamine and se NM_001139493 RefSeq

Rattus norvegicus ets homologous factor (Ehf), mR Rattus norvegicus N-acetyltransferase 10 (GCN5-re Rattus norvegicus t-complex 11, testis-specific-like 1 Rattus norvegicus glutamine and serine rich 1 (Qser

TC0300003803.r	4299,75

18017,47

0,238643383

-2,067071758 2Down

NM_001108586 Rcn1

reticulocalbin 1,

NM_001108586 RefSeq

Rattus norvegicus reticulocalbin 1, EF-hand calcium

TC0300003851.r	14,05389
TC0300003922.r	525,6147
TC0300003989.r	47,30679

29,55709
1080,663
96,837

0,475482871
0,486381693
0,488519781

-1,072534726 2Down
-1,039839166 2Down
-1,033511115 2Down

ENSRNOT00000 RGD1309783 NM_001014181 Dph6 NM_001033999 Rpap1

similar to RIKEN ENSRNOT00000 ENSEMBL
diphthamine bios NM_001014181 RefSeq RNA polymerase NM_001033999 RefSeq

similar to RIKEN cDNA 4930430A15 [gene_biotype: Rattus norvegicus diphthamine biosynthesis 6 (Dph Rattus norvegicus RNA polymerase II associated pr

TC0300003996.r	365,3023

1325,54

0,275587534

-1,859417464 2Down

NM_139324

Ehd4

EH-domain contaNM_139324

RefSeq

Rattus norvegicus EH-domain containing 4 (Ehd4),

TC0300004027.r	29,36218

87,98328

0,333724544

-1,5832703 2Down

NM_001080783 Ppip5k1

diphosphoinosito NM_001080783 RefSeq

Rattus norvegicus diphosphoinositol pentakisphosp

TC0300004048.r	309,0477

4102,528

0,07533104

-3,730611747 2Down

NM_024141

Duox2

dual oxidase 2

NM_024141

RefSeq

Rattus norvegicus dual oxidase 2 (Duox2), mRNA.

TC0300004096.r	31,00342

83,37529

0,371853819

-1,427192506 2Down

NM_001025043 Itpripl1

inositol 1,4,5-tris NM_001025043 RefSeq

Rattus norvegicus inositol 1,4,5-trisphosphate recep

TC0300004146.r	71,11798

177,4582

0,400759052

-1,319192988 2Down

NM_017019

Il1a

interleukin 1 alph NM_017019

RefSeq

Rattus norvegicus interleukin 1 alpha (Il1a), mRNA.

TC0300004174.r	137,9945
TC0300004196.r	49,63186

281,9994
100,1826

0,48934324
0,495413974

-1,031081326 2Down
-1,013293532 2Down

ENSRNOT00000 --- ENSRNOT00000 Cenpb

---
---

ENSRNOT00000 ENSEMBL ENSRNOT00000 ENSEMBL

---
---

TC0300004317.r	11838,11
TC0300004328.r	30,74699

28074,45
72,20317

0,421668457
0,42583989

-1,245818992 2Down
-1,231616995 2Down

ENSRNOT00000 Rrbp1 ENSRNOT00000 Dzank1

ribosome binding ENSRNOT00000 ENSEMBL double zinc ribbo ENSRNOT00000 ENSEMBL

ribosome binding protein 1 [gene_biotype:protein_c double zinc ribbon and ankyrin repeat domains 1 [ge

TC0300004391.r	16,72614

34,3829

0,486466819

-1,039586689 2Down

NM_199266

P22k15

cystatin related p NM_199266

RefSeq

Rattus norvegicus cystatin related protein 2 (P22k15

TC0300004492.r	3100,692

6365,188

0,487132823

-1,037612899 2Down

NM_001033670 Bcl2l1

Bcl2-like 1

NM_001033670 RefSeq

Rattus norvegicus Bcl2-like 1 (Bcl2l1), transcript vari

TC0300004505.r	48,40349
TC0300004548.r	775,4476
TC0300004558.r	2990,667

110,6202
1613,108
8032,216

0,437564658
0,48071648
0,372333986

-1,192431878 2Down
-1,056741831 2Down
-1,425330786 2Down

NM_001106528 Plagl2 NM_001276714 Ncoa6 NM_001037352 Eif6

pleiomorphic ade NM_001106528 RefSeq nuclear receptor NM_001276714 RefSeq eukaryotic transl NM_001037352 RefSeq

Rattus norvegicus pleiomorphic adenoma gene-like Rattus norvegicus nuclear receptor coactivator 6 (N Rattus norvegicus eukaryotic translation initiation fa

TC0300004569.r	2015,19

6344,616

0,317622059

-1,654616981 2Down

BC091394

Rbm39

RNA binding mot BC091394

GenBank

Rattus norvegicus RNA binding motif protein 39, mR

TC0300004575.r	2467,509

8178,933

0,30169082

-1,728857299 2Down

NM_001013207 Rbm39

RNA binding mot NM_001013207 RefSeq

Rattus norvegicus RNA binding motif protein 39 (Rb

TC0300004599.r	7,57351

17,64048

0,429325619

-1,219855829 2Down

ENSRNOT00000 Soga1

Protein Soga1

ENSRNOT00000 ENSEMBL

Protein Soga1

TC0300004604.r	123,2938
TC0300004626.r	489,8591

520,3183
1598,297

0,236958416
0,306488156

-2,077294195 2Down
-1,706096773 2Down

NM_001191066 Rbl1 NM_001134619 Tti1

retinoblastoma-li NM_001191066 RefSeq TELO2 interactin NM_001134619 RefSeq

Rattus norvegicus retinoblastoma-like 1 (p107) (Rbl Rattus norvegicus TELO2 interacting protein 1 (Tti1)

TC0300004630.r	508,9522

2323,37

0,219057748

-2,190616852 2Down

NM_019386

Tgm2

transglutaminase NM_019386

RefSeq

Rattus norvegicus transglutaminase 2 (Tgm2), mRN

TC0300004765.r	344,5674
TC0300004774.r	33,89244
TC0300004777.r	26,18589
TC0300004781.r	74,96484
TC0300004815.r	169,7809
TC0300004852.r	67,65121
TC0300004862.r	196,6943
TC0300004882.r	135,6327
TC0300005010.r	452,1901

1031,48
77,69413
57,79105
240,9445
2832,436
466,9408
679,8928
931,896
1326,295

0,33405146
0,436229095
0,453113242
0,311129077
0,059941654
0,144881771
0,289301931
0,145544889
0,340942324

-1,58185773 2Down
-1,1968421 2Down
-1,142056443 2Down
-1,684414863 2Down
-4,060297285 2Down
-2,787052009 2Down
-1,789352141 2Down
-2,780463915 2Down
-1,552400389 2Down

ENSRNOT00000 Zfp335 NM_001134955 Elmo2 ENSRNOT00000 Zfp334 ENSRNOT00000 LOC685619 NM_001047860 Znfx1 NM_001107805 Nfatc2 NM_001012093 Zfp64 NM_001107813 Zfp217 ENSRNOT00000 Cables2

zinc finger protei ENSRNOT00000 ENSEMBL engulfment and c NM_001134955 RefSeq zinc finger protei ENSRNOT00000 ENSEMBL similar to TP53-r ENSRNOT00000 ENSEMBL
zinc finger, NFX1 NM_001047860 RefSeq nuclear factor of NM_001107805 RefSeq zinc finger protei NM_001012093 RefSeq zinc finger protei NM_001107813 RefSeq Protein Cables2 ENSRNOT00000 ENSEMBL

zinc finger protein 335 [gene_biotype:protein_coding Rattus norvegicus engulfment and cell motility 2 (El zinc finger protein 334 [gene_biotype:protein_coding similar to TP53-regulating kinase (p53-related protei Rattus norvegicus zinc finger, NFX1-type containing Rattus norvegicus nuclear factor of activated T-cells Rattus norvegicus zinc finger protein 64 (Zfp64), mR Rattus norvegicus zinc finger protein 217 (Zfp217), Protein Cables2

TC0300005021.r	8,25376

21,64337

0,381352812

-1,390801759 2Down

ENSRNOT00000 Tcfl5

Protein Tcfl5

ENSRNOT00000 ENSEMBL

Protein Tcfl5

TC0300005049.r	490,0042
TC0300005063.r	44,46643

1500,59
108,4644

0,326541027
0,409963361

-1,614663829 2Down
-1,286433114 2Down

NM_031803 NM_021661

Gmeb2 Rgs19

glucocorticoid m NM_031803 regulator of G-pr NM_021661

RefSeq RefSeq

Rattus norvegicus glucocorticoid modulatory elemen Rattus norvegicus regulator of G-protein signaling 1

TC0300005080.r	1045,556
TC0300005098.r	66,15115

2752,113
219,2348

0,379910273
0,30173654

-1,396269373 2Down
-1,728638679 2Down

ENSRNOT00000 Pet117
Ldlrad3.aSep08 Ldlrad3

PET117 homolog ENSRNOT00000 ENSEMBL
low density lipop Ldlrad3.aSep08 Ace View

PET117 homolog (S. cerevisiae)
low density lipoprotein receptor class A domain cont

TC0300005099.r	45,09634

156,2397

0,288635603

-1,792678829 2Down

ENSRNOT00000 Ldlrad3

Protein Ldlrad3

ENSRNOT00000 ENSEMBL

Protein Ldlrad3

TC0400000024.r	16,22971
TC0400000035.r	23,03483
TC0400000036.r	10,27817

33,51283
58,06856
24,08064

0,484283482
0,396683334
0,426822958

-1,046076299 2Down
-1,333940307 2Down
-1,228290316 2Down

NM_001000812 Olr1236 ENSRNOT00000 --- NM_001000452 Olr1248

olfactory recepto NM_001000812 RefSeq Uncharacterized ENSRNOT00000 ENSEMBL olfactory recepto NM_001000452 RefSeq

Rattus norvegicus olfactory receptor 1236 (Olr1236) Uncharacterized protein
Rattus norvegicus olfactory receptor 1248 (Olr1248)

TC0400000061.r	15,65723

38,96774

0,401799796

-1,315451262 2Down

NM_012589

Il6

interleukin 6

NM_012589

RefSeq

Rattus norvegicus interleukin 6 (Il6), mRNA.

TC0400000168.r	66,03191
TC0400000274.r	59,51292

265,8539
137,6595

0,248376684
0,432319745

-2,009398348 2Down
-1,209829365 2Down

NM_001135872 Rsbn1l NM_001108617 Cdk14

round spermatid NM_001135872 RefSeq cyclin-dependent NM_001108617 RefSeq

Rattus norvegicus round spermatid basic protein 1-li Rattus norvegicus cyclin-dependent kinase 14 (Cdk

TC0400000330.r	33,1967

74,81255

0,4437317

-1,172240472 2Down

ENSRNOT00000 LOC100911994 coiled-coil domai ENSRNOT00000 ENSEMBL

coiled-coil domain-containing protein 132-like [gene

TC0400000351.r	31,50309

66,59386

0,473062982

-1,079895823 2Down

NM_001173554 Mios

missing oocyte,

NM_001173554 RefSeq

Rattus norvegicus missing oocyte, meiosis regulator

TC0400000431.r	1584,834

3685,946

0,42996669

-1,217703199 2Down

NM_031517

Met

MET proto-oncog NM_031517

RefSeq

Rattus norvegicus MET proto-oncogene, receptor ty

TC0400000537.r	1358,827

3206,852

0,423726134

-1,238795983 2Down

NM_001100708 Nrf1

nuclear respirato NM_001100708 RefSeq

Rattus norvegicus nuclear respiratory factor 1 (Nrf1)

TC0400000630.r	2777,148

6494,938

0,42758653

-1,22571169 2Down

NM_001009709 Tmem140

transmembrane

NM_001009709 RefSeq

Rattus norvegicus transmembrane protein 140 (Tme

TC0400000635.r	84,80724

178,1148

0,476138086

-1,07054806 2Down

NM_001108620 Nup205

nucleoporin 205 NM_001108620 RefSeq

Rattus norvegicus nucleoporin 205 (Nup205), mRNA

TC0400000662.r	320,1373

989,9756

0,32337898

-1,628702189 2Down

NM_001134553 Ubn2

ubinuclein 2

NM_001134553 RefSeq

Rattus norvegicus ubinuclein 2 (Ubn2), mRNA.

TC0400000667.r	34,57201
TC0400000698.r	80,40446

75,33608
218,3139

0,458903755
0,368297484

-1,123736483 2Down
-1,441056555 2Down

Luc7l2.fSep08-u LOC689861 NM_001127497 Agk

hypothetical prot Luc7l2.fSep08-u Ace View acylglycerol kina NM_001127497 RefSeq

hypothetical protein LOC689861LUC7-like 2 (S. cer Rattus norvegicus acylglycerol kinase (Agk), mRNA.

TC0400000720.r	33,34182

69,39624

0,480455713

-1,05752464 2Down

ENSRNOT00000 LOC100911271 uncharacterized ENSRNOT00000 ENSEMBL

uncharacterized LOC100911271 [gene_biotype:prot

TC0400000752.r	149,3139
TC0400000755.r	252,5334

421,6463
633,6581

0,354121215
0,398532584

-1,497684819 2Down
-1,327230411 2Down

NM_022522 NM_053761

Casp2 Zyx

caspase 2 zyxin

NM_022522 NM_053761

RefSeq RefSeq

Rattus norvegicus caspase 2 (Casp2), mRNA. Rattus norvegicus zyxin (Zyx), mRNA.

TC0400000854.r	25,56354
TC0400000906.r	277,3149
TC0400000972.r	50,06992

196,5657
599,8217
111,4846

0,130050868
0,462328889
0,449119609

-2,942852061 2Down
-1,113008582 2Down
-1,154828381 2Down

NM_001005893 Repin1 ENSRNOT00000 --- ENSRNOT00000 Fam188b

replication initiatoNM_001005893 RefSeq Protein LOC6816ENSRNOT00000 ENSEMBL
family with seque ENSRNOT00000 ENSEMBL

Rattus norvegicus replication initiator 1 (Repin1), m Protein LOC681658
family with sequence similarity 188, member B [gen

TC0400001074.r	5116,66

23388,76

0,218765766

-2,192541101 2Down

NM_053661

Gng12

guanine nucleoti NM_053661

RefSeq

Rattus norvegicus guanine nucleotide binding protei

TC0400001112.r TC0400001114.r

518,1741
261,075

3461,277
1546,441

0,149706048
0,168823124

-2,739795591 2Down
-2,566415573 2Down

NM_031772 NM_031337

Polr1a St3gal5

polymerase (RN NM_031772 ST3 beta-galacto NM_031337

RefSeq RefSeq

Rattus norvegicus polymerase (RNA) I polypeptide Rattus norvegicus ST3 beta-galactoside alpha-2,3-s

TC0400001210.r	27,57785

65,87538

0,418636674

-1,256229392 2Down

NM_001134554 Gcfc2

GC-rich sequenc NM_001134554 RefSeq

Rattus norvegicus GC-rich sequence DNA-binding f

TC0400001241.r	71,65031

149,9625

0,47778818

-1,06555693 2Down

NM_024130

Dctn1

dynactin 1

NM_024130

RefSeq

Rattus norvegicus dynactin 1 (Dctn1), mRNA.

TC0400001262.r	63,17015
TC0400001290.r	278,2372
TC0400001310.r	102,5045

139,3418
622,2795
642,053

0,453346734
0,447125769
0,15965115

-1,141313202 2Down
-1,1612474 2Down
-2,647005147 2Down

NM_001037768 Nagk NM_001107870 Smyd5 NM_001106605 Fam136a

N-acetylglucosa NM_001037768 RefSeq SMYD family me NM_001107870 RefSeq family with seque NM_001106605 RefSeq

Rattus norvegicus N-acetylglucosamine kinase (Nag Rattus norvegicus SMYD family member 5 (Smyd5) Rattus norvegicus family with sequence similarity 13

TC0400001327.r	960,9672
TC0400001409.r	345,5247

3190,172
1652,847

0,301227395
0,209048206

-1,731075115 2Down
-2,258092433 2Down

NM_001173450 Aak1 NM_001007745 Tmem43

AP2 associated transmembrane

NM_001173450 RefSeq NM_001007745 RefSeq

Rattus norvegicus AP2 associated kinase 1 (Aak1), Rattus norvegicus transmembrane protein 43 (Tme

TC0400001415.r	66,54585

170,3216

0,390707051

-1,355840804 2Down

ENSRNOT00000 Iqsec1

Protein LOC6865ENSRNOT00000 ENSEMBL

Protein LOC686590

TC0400001537.r	2118,832

13260,34

0,159787155

-2,64577666 2Down

NM_053328

Bhlhe40

basic helix-loop- NM_053328

RefSeq

Rattus norvegicus basic helix-loop-helix family, mem

TC0400001561.r	378,9557
TC0400001563.r	330,7601
TC0400001581.r	184,5876
TC0400001640.r	4684,105
TC0400001695.r	240,3137
TC0400001731.r	226,375
TC0400001781.r	3670,084
TC0400001788.r	1444,858

758,8941
1138,848
713,4942
20188,96
1140,467
683,6953
8140,098
4729,543

0,499352545
0,29043393
0,258709321
0,232013189
0,210715172
0,331105099
0,450864842
0,305496324

-1,001869372 2Down
-1,78371809 2Down
-1,950596061 2Down
-2,107721273 2Down
-2,2466339 2Down
-1,594638867 2Down
-1,14923308 2Down
-1,710773075 2Down

NM_001170546 Thumpd3 NM_001106614 Setd5 NM_001025422 Irak2 NM_001024334 LOC500300 NM_001107885 Bcl2l13 NM_001109352 Foxj2 NM_001034830 Zfp384 NM_001191785 Nop2

THUMP domain NM_001170546 RefSeq SET domain con NM_001106614 RefSeq interleukin-1 rece NM_001025422 RefSeq similar to hypoth NM_001024334 RefSeq BCL2-like 13 (ap NM_001107885 RefSeq forkhead box J2 NM_001109352 RefSeq zinc finger protei NM_001034830 RefSeq NOP2 nucleolar NM_001191785 RefSeq

Rattus norvegicus THUMP domain containing 3 (Th Rattus norvegicus SET domain containing 5 (Setd5) Rattus norvegicus interleukin-1 receptor-associated Rattus norvegicus similar to hypothetical protein MG Rattus norvegicus BCL2-like 13 (apoptosis facilitato Rattus norvegicus forkhead box J2 (Foxj2), mRNA. Rattus norvegicus zinc finger protein 384 (Zfp384), t Rattus norvegicus NOP2 nucleolar protein (Nop2), m

TC0400001798.r	8645,919

36467,47

0,237085792

-2,076518888 2Down

NM_013091

Tnfrsf1a

tumor necrosis fa NM_013091

RefSeq

Rattus norvegicus tumor necrosis factor receptor su

TC0400001879.r	6549,244

19163,13

0,34176275

-1,548932936 2Down

NM_001048075 Clec2g

C-type lectin domNM_001048075 RefSeq

Rattus norvegicus C-type lectin domain family 2, me

TC0400001914.r	246,2558

503,1989

0,489380641

-1,030971064 2Down

NM_001037353 Etv6

ets variant 6

NM_001037353 RefSeq

Rattus norvegicus ets variant 6 (Etv6), mRNA.

TC0400001957.r	599,4883
TC0400002143.r	477,6641
TC0400002170.r	1948,701
TC0400002221.r	97,37685
TC0400002232.r	604,934

1717,716
1366,785
6790,721
199,7415
3027,935

0,349003153
0,349480057
0,286965257
0,487514362
0,199784341

-1,518688025 2Down
-1,516717963 2Down
-1,801052013 2Down
-1,036483373 2Down
-2,323484582 2Down

ENSRNOT00000 Atf7ip NM_001100851 Kmt2e NM_001013925 Nub1 NM_001106576 Armc10 NM_001107845 Gsap

activating transcr ENSRNOT00000 ENSEMBL lysine (K)-specifi NM_001100851 RefSeq negative regulato NM_001013925 RefSeq armadillo repeat NM_001106576 RefSeq gamma-secretas NM_001107845 RefSeq

activating transcription factor 7 interacting protein [g Rattus norvegicus lysine (K)-specific methyltransfer Rattus norvegicus negative regulator of ubiquitin-like Rattus norvegicus armadillo repeat containing 10 (A Rattus norvegicus gamma-secretase activating prot

TC0400002321.r	25155,64

80453,2

0,312674201

-1,67726791 2Down

NM_012623

Abcb1b

ATP-binding cas NM_012623

RefSeq

Rattus norvegicus ATP-binding cassette, subfamily

TC0400002327.r	1875,634
TC0400002357.r	233,3246
TC0400002370.r	481,1533

28024,03
590,1438
2534,644

0,066929489
0,395369061
0,189830722

-3,901214196 2Down
-1,338728116 2Down
-2,397214601 2Down

NM_001044265 Steap4 NM_001108618 Krit1 NM_001191861 Cdk6

STEAP family m NM_001044265 RefSeq KRIT1, ankyrin r NM_001108618 RefSeq cyclin-dependent NM_001191861 RefSeq

Rattus norvegicus STEAP family member 4 (Steap4 Rattus norvegicus KRIT1, ankyrin repeat containing Rattus norvegicus cyclin-dependent kinase 6 (Cdk6)

TC0400002379.r	605,3224
TC0400002380.r	698,3347

8088,803
6035,364

0,074834608
0,115707139

-3,740150581 2Down
-3,111450218 2Down

mRNARGD2380 RGD1563091 mRNARGD7523 Samd9l

INTERACTS WI mRNARGD2380 Rat Genome Dat INTERACTS WITH chloroprene AND diethylstilbest INVOLVED IN co mRNARGD7523 Rat Genome Dat INVOLVED IN common myeloid progenitor cell prolif

TC0400002602.r	16,10338

44,55726

0,361408668

-1,468296986 2Down

NM_022857	N5

DNA binding prot NM_022857

RefSeq

Rattus norvegicus DNA binding protein N5 (N5), mR

TC0400002708.r	22,46712
TC0400002723.r	4075,862
TC0400002726.r	1527,428
TC0400002731.r	570,6512

55,41288
9575,524
5771,246
1161,911

0,405449419
0,425654199
0,264661739
0,491131593

-1,30240615 2Down
-1,232246232 2Down
-1,917778452 2Down
-1,025818466 2Down

ENSRNOT00000 RGD1306271 NM_001108622 Hipk2 ENSRNOT00000 Parp12 ENSRNOT00000 Slc37a3

similar to KIAA15 ENSRNOT00000 ENSEMBL
homeodomain in NM_001108622 RefSeq poly (ADP-ribose ENSRNOT00000 ENSEMBL
solute carrier famENSRNOT00000 ENSEMBL

similar to KIAA1549 protein [gene_biotype:protein_c Rattus norvegicus homeodomain interacting protein poly (ADP-ribose) polymerase family, member 12 [g solute carrier family 37, member 3 [gene_biotype:pr

TC0400002738.r	893,3782
TC0400002839.r	8,823186
TC0400002852.r	129,8622
TC0400002876.r	127,7123

1822,486
32,86147
387,4254
280,1711

0,490197565
0,268496388
0,335192788
0,455836808

-1,028564776 2Down
-1,897025415 2Down
-1,576936986 2Down
-1,13341067 2Down

ENSRNOT00000 Braf NM_001024327 Zfp467 NM_001126296 Tra2a NM_001024329 LOC500124

B-Raf proto-onco ENSRNOT00000 ENSEMBL zinc finger protei NM_001024327 RefSeq transformer 2 alp NM_001126296 RefSeq similar to RIKEN NM_001024329 RefSeq

B-Raf proto-oncogene, serine/threonine kinase [gen Rattus norvegicus zinc finger protein 467 (Zfp467), Rattus norvegicus transformer 2 alpha homolog (Dr Rattus norvegicus similar to RIKEN cDNA 4921507P

TC0400002911.r

9,974518

20,18145

0,49424189

-1,016710801 2Down

Hoxa10.aSep08 Hoxa11

homeobox A11

Hoxa10.aSep08 Ace View

homeobox A11

TC0400002970.r	531,851

1700,967

0,312675672

-1,677261121 2Down

NM_001107862 Nt5c3a

5-nucleotidase, c NM_001107862 RefSeq

Rattus norvegicus 5-nucleotidase, cytosolic IIIA (Nt5

TC0400002982.r	3529,317

11411,29

0,309282912

-1,693000969 2Down

ENSRNOT00000 Herc6

HECT and RLD

ENSRNOT00000 ENSEMBL

HECT and RLD domain containing E3 ubiquitin prot

TC0400002990.r	4017,624

11524,46

0,348617115

-1,520284695 2Down

ENSRNOT00000 Gprin3

GPRIN family meENSRNOT00000 ENSEMBL

GPRIN family member 3 [gene_biotype:protein_cod

TC0400003061.r	188,2435

556,9447

0,337993162

-1,564934037 2Down

NM_175764

Kdm3a

lysine (K)-specifi NM_175764

RefSeq

Rattus norvegicus lysine (K)-specific demethylase 3

TC0400003064.r	280,5979

597,7657

0,469411176

-1,091075905 2Down

NM_001134718 Ptcd3

Pentatricopeptid NM_001134718 RefSeq

Rattus norvegicus Pentatricopeptide repeat domain

TC0400003212.r	66,51357

138,6955

0,479565451

-1,060200368 2Down

NM_153298

Sfxn5

sideroflexin 5

NM_153298

RefSeq

Rattus norvegicus sideroflexin 5 (Sfxn5), mRNA.

TC0400003214.r	53,42326

113,5146

0,470628976

-1,087337946 2Down

ENSRNOT00000 Rab11fip5

Protein LOC3125ENSRNOT00000 ENSEMBL

Protein LOC312502

TC0400003225.r	12,92717
TC0400003282.r	173180,4

26,17453
351332,6

0,493883558
0,492924369

-1,017757155 2Down
-1,02056179 2Down

NM_022635 NM_023950

Nat8 Rab7a

N-acetyltransfera NM_022635 RAB7A, member NM_023950

RefSeq RefSeq

Rattus norvegicus N-acetyltransferase 8 (Nat8), mR Rattus norvegicus RAB7A, member RAS oncogene

TC0400003296.r	11,48278
TC0400003341.r	1100,669

25,83052
2909,467

0,444543122
0,378306061

-1,169604724 2Down
-1,402374205 2Down

ENSRNOT00000 Kbtbd12 NM_001107874 Xpc

Protein LOC5028ENSRNOT00000 ENSEMBL
xeroderma pigm NM_001107874 RefSeq

Protein LOC502859
Rattus norvegicus xeroderma pigmentosum, comple

TC0400003346.r	1829,269

7157,749

0,255564843

-1,96823871 2Down

NM_017206

Slc6a6

solute carrier famNM_017206

RefSeq

Rattus norvegicus solute carrier family 6 (neurotrans

TC0400003371.r	19,97255
TC0400003410.r	8,863888

42,66085
17,9007

0,468170465
0,49516991

-1,09489417 2Down
-1,014004447 2Down

NM_001107877 Adamts9 NM_001134700 Fam19a4

ADAM metallope NM_001107877 RefSeq family with seque NM_001134700 RefSeq

Rattus norvegicus ADAM metallopeptidase with thro Rattus norvegicus family with sequence similarity 19

TC0400003413.r	2464,205

5020,201

0,490857836

-1,026622848 2Down

NM_057205

Uba3

ubiquitin-like mo NM_057205

RefSeq

Rattus norvegicus ubiquitin-like modifier activating e

TC0400003538.r	2230,68
TC0400003603.r	95,09463

13824,54
1474,653

0,161356544
0,064486106

-2,631676004 2Down
-3,95486783 2Down

NM_001024333 Cidec NM_001024275 Rassf4

cell death-induci NM_001024333 RefSeq Ras association NM_001024275 RefSeq

Rattus norvegicus cell death-inducing DFFA-like effe Rattus norvegicus Ras association (RalGDS/AF-6) d

TC0400003668.r	420,5327

4051,953

0,103785187

-3,268327548 2Down

NM_022684

Bid

BH3 interacting d NM_022684

RefSeq

Rattus norvegicus BH3 interacting domain death ag

TC0400003685.r	70,84273
TC0400003758.r	267,2952
TC0400003810.r	38,10127
TC0400003823.r	18,25188
TC0400003862.r	7,974232

142,4379
1616,649
89,54488
44,17899
27,52885

0,497358709
0,165339044
0,425499146
0,413134841
0,289668184

-1,007641357 2Down
-2,596500645 2Down
-1,232771857 2Down
-1,275315363 2Down
-1,787526859 2Down

NM_001107886 Phc1
NM_001106622 Tapbpl NM_001002834 Senp18 ENSRNOT00000 Tead4 NM_001173386 Clec7a

polyhomeotic ho NM_001107886 RefSeq TAP binding prot NM_001106622 RefSeq Sumo1/sentrin/S NM_001002834 RefSeq Protein LOC6835ENSRNOT00000 ENSEMBL
C-type lectin domNM_001173386 RefSeq

Rattus norvegicus polyhomeotic homolog 1 (Drosop Rattus norvegicus TAP binding protein-like (Tapbpl), Rattus norvegicus Sumo1/sentrin/SMT3 specific pep Protein LOC683522
Rattus norvegicus C-type lectin domain family 7, me

TC0400003863.r	49,20924

135,1704

0,364053373

-1,45777812 2Down

NM_133306

Olr1

oxidized low den NM_133306

RefSeq

Rattus norvegicus oxidized low density lipoprotein (l

TC0400003868.r	18,29069
TC0400003935.r	1181,548
TC0400003987.r	13,05698

57,78387
3830,615
40,03571

0,316536258
0,308448643
0,326133344

-1,659557329 2Down
-1,696897794 2Down
-1,616466143 2Down

NM_001012649 Klri1 NM_001106624 Dusp16 NM_001192015 Slc15a5

killer cell lectin-li NM_001012649 RefSeq dual specificity p NM_001106624 RefSeq solute carrier famNM_001192015 RefSeq

Rattus norvegicus killer cell lectin-like receptor famil Rattus norvegicus dual specificity phosphatase 16 ( Rattus norvegicus solute carrier family 15, member

TC0400004072.r	918,5837

2255,219

0,407314633

-1,295784449 2Down

NM_031515

Kras

Kirsten rat sarco NM_031515

RefSeq

Rattus norvegicus Kirsten rat sarcoma viral oncogen

TC0400004161.r	103,3686
TC0500000046.r	8,995618

259,0564
22,4551

0,399019673
0,400604673

-1,325468217 2Down
-1,319748844 2Down

NM_001107875 Rbsn ENSRNOT00000 Rbpjl2

rabenosyn, RAB NM_001107875 RefSeq recombination si ENSRNOT00000 ENSEMBL

Rattus norvegicus rabenosyn, RAB effector (Rbsn), recombination signal binding protein for immunoglob

TC0500000053.r	940,7729
TC0500000078.r	817,8776
TC0500000129.r	250,9461

2425,817
1988,788
520,1429

0,387816929
0,411244235
0,482456071

-1,366552312 2Down
-1,28193264 2Down
-1,051530507 2Down

NM_031822 NM_176857 NM_001111098

Ncoa2 Vcpip1 Lyn

nuclear receptor NM_031822 valosin containin NM_176857 LYN proto-oncog NM_001111098

RefSeq RefSeq RefSeq

Rattus norvegicus nuclear receptor coactivator 2 (N Rattus norvegicus valosin containing protein (p97)/p Rattus norvegicus LYN proto-oncogene, Src family t

TC0500000168.r	137,6067
TC0500000217.r	338,3656

277,0362
775,8922

0,496710177
0,436098726

-1,009523788 2Down
-1,197273319 2Down

ENSRNOT00000 Chd7 NM_001106637 Gem

chromodomain h ENSRNOT00000 ENSEMBL GTP binding prot NM_001106637 RefSeq

chromodomain helicase DNA binding protein 7 [gen Rattus norvegicus GTP binding protein overexpress

TC0500000250.r	101,936

237,6262

0,428976266

-1,221030265 2Down

NM_001024900 Tmem55a

transmembrane

NM_001024900 RefSeq

Rattus norvegicus transmembrane protein 55A (Tme

TC0500000402.r	4096,986

9978,867

0,41056625

-1,284313058 2Down

NM_001106642 Ube2j1

ubiquitin-conjuga NM_001106642 RefSeq

Rattus norvegicus ubiquitin-conjugating enzyme E2,

TC0500000405.r	12,73153

50,4353

0,252432919

-1,986028035 2Down

NM_001135711

Srsf12

serine/arginine-ri NM_001135711

RefSeq

Rattus norvegicus serine/arginine-rich splicing facto

TC0500000407.r	495,9989

1276,706

0,388498918

-1,364017513 2Down

NM_001107923 Rngtt

RNA guanylyltranNM_001107923 RefSeq

Rattus norvegicus RNA guanylyltransferase and 5-p

TC0500000428.r	121,5505
TC0500000487.r	1667,797
TC0500000498.r	41,98333
TC0500000564.r	710,5501
TC0500000694.r	979,1543
TC0500000706.r	1190,447
TC0500000797.r	64,44189
TC0500000824.r	23,35106
TC0500000915.r	1053,662
TC0500001051.r	41,88912
TC0500001095.r	50,42489

294,6069
3603,43
116,2325
1948,865
3275,605
14397,15
256,0958
68,61137
3068,893
94,83508
102,748

0,412585381
0,462835965
0,361201299
0,364596881
0,298923191
0,082686296
0,251631967
0,340338052
0,34333618
0,441704905
0,49076274

-1,277235392 2Down
-1,111427122 2Down
-1,469125013 2Down
-1,455625876 2Down
-1,742153265 2Down
-3,596207953 2Down
-1,990612881 2Down
-1,554959633 2Down
-1,542306201 2Down
-1,178845242 2Down
-1,026902375 2Down

NM_001106643 Rars2 NM_001012190 Ubap1 NM_001013089 Galt NM_001107938 Polr1e ENSRNOT00000 Fam206a NM_001011974 Akap2 NM_001012103 Trim32 NM_001277334 Rasef ENSRNOT00000 Dennd4c NM_001191866 Efcab7 NM_001106669 Oma1

arginyl-tRNA syn NM_001106643 RefSeq ubiquitin-associa NM_001012190 RefSeq galactose-1-phos NM_001013089 RefSeq polymerase (RN NM_001107938 RefSeq family with seque ENSRNOT00000 ENSEMBL A kinase (PRKA) NM_001011974 RefSeq tripartite motif-co NM_001012103 RefSeq RAS and EF han NM_001277334 RefSeq DENN/MADD do ENSRNOT00000 ENSEMBL
EF-hand calcium NM_001191866 RefSeq OMA1 zinc meta NM_001106669 RefSeq

Rattus norvegicus arginyl-tRNA synthetase 2, mitoc Rattus norvegicus ubiquitin-associated protein 1 (Ub Rattus norvegicus galactose-1-phosphate uridylyltra Rattus norvegicus polymerase (RNA) I polypeptide family with sequence similarity 206, member A [gene Rattus norvegicus A kinase (PRKA) anchor protein 2 Rattus norvegicus tripartite motif-containing 32 (Trim Rattus norvegicus RAS and EF hand domain contai DENN/MADD domain containing 4C [gene_biotype: Rattus norvegicus EF-hand calcium binding domain Rattus norvegicus OMA1 zinc metallopeptidase (Om

TC0500001109.r

81,94736

371,2139

0,220755096

-2,179481355 2Down

ENSRNOT00000 RGD1564074

similar to novel p ENSRNOT00000 ENSEMBL

similar to novel protein [gene_biotype:protein_codin

TC0500001142.r

159,9217

384,9466

0,415438661

-1,267292615 2Down

NM_199383

Yipf1

Yip1 domain fam NM_199383

RefSeq

Rattus norvegicus Yip1 domain family, member 1 (Yi

TC0500001152.r

49,51783

193,6603

0,255694275

-1,967508236 2Down

ENSRNOT00000 Lrp8

low density lipop ENSRNOT00000 ENSEMBL

low density lipoprotein receptor-related protein 8, ap

TC0500001210.r	14,81997

31,01676

0,477805225

-1,065505464 2Down

NM_134392

Spata6

spermatogenesis NM_134392

RefSeq

Rattus norvegicus spermatogenesis associated 6 (S

TC0500001258.r	2027,104
TC0500001260.r	281,5903
TC0500001361.r	11,26985

5463,845
599,9545
25,52059

0,371003204
0,469352759
0,441598333

-1,43049645 2Down
-1,091255454 2Down
-1,179193369 2Down

NM_001009710 Lrrc41
NM_001007747 Pomgnt1 NM_001107972 Hivep3

leucine rich repe NM_001009710 RefSeq protein O-linked NM_001007747 RefSeq human immunod NM_001107972 RefSeq

Rattus norvegicus leucine rich repeat containing 41 Rattus norvegicus protein O-linked mannose N-acet Rattus norvegicus human immunodeficiency virus ty

TC0500001419.r	825,0694

2590,958

0,318441827

-1,650898249 2Down

RGD1563049.aS RGD1563049

RGD1563049

RGD1563049.aS Ace View

RGD1563049

TC0500001422.r	177,912
TC0500001423.r	1690,417

661,7065
4725,906

0,268868448
0,357691626

-1,895027629 2Down
-1,483211753 2Down

mRNARGD6501 LOC100909888 type II inositol 14 mRNARGD6501 Rat Genome Dat type II inositol 145-trisphosphate 5-phosphatase-like mRNARGD7693 LOC100909856 ENCODES a pro mRNARGD7693 Rat Genome Dat ENCODES a protein that exhibits metal ion binding (

TC0500001432.r	74,51629
TC0500001440.r	3171,174
TC0500001512.r	395,3476

208,383
7239,361
1164,717

0,357592942
0,43804612
0,339436619

-1,483609834 2Down
-1,190845321 2Down
-1,558785883 2Down

NM_001100755 Inpp5b NM_001025736 Gnl2 NM_001013169 Phc2

inositol polyphos NM_001100755 RefSeq guanine nucleoti NM_001025736 RefSeq polyhomeotic ho NM_001013169 RefSeq

Rattus norvegicus inositol polyphosphate-5-phospha Rattus norvegicus guanine nucleotide binding protei Rattus norvegicus polyhomeotic homolog 2 (Drosop

TC0500001597.r	240,4764

507,193

0,474131938

-1,076639517 2Down

NM_001115036

Taf12

TAF12 RNA poly NM_001115036

RefSeq

Rattus norvegicus TAF12 RNA polymerase II, TATA

TC0500001615.r	851,7625
TC0500001619.r	171,4842
TC0500001682.r	26,17905
TC0500001795.r	552,6692

3304,008
382,5909
67,7021
1517,019

0,257796743
0,448218188
0,386680029
0,364312642

-1,95569406 2Down
-1,157726902 2Down
-1,370787839 2Down
-1,456751036 2Down

NM_001013167 Wasf2 NM_001107909 Map3k6 NM_001191869 Il22ra1 ENSRNOT00000 Rcc2

WAS protein fam NM_001013167 RefSeq mitogen-activate NM_001107909 RefSeq interleukin 22 rec NM_001191869 RefSeq regulator of chro ENSRNOT00000 ENSEMBL

Rattus norvegicus WAS protein family, member 2 (W Rattus norvegicus mitogen-activated protein kinase Rattus norvegicus interleukin 22 receptor, alpha 1 (Il regulator of chromosome condensation 2 [gene_biot

TC0500001811.r

251,5271

544,2933

0,46211684

-1,11367043 2Down

NM_001108691 Fbxo42

F-box protein 42 NM_001108691 RefSeq

Rattus norvegicus F-box protein 42 (Fbxo42), mRNA

TC0500001889.r	340,6836
TC0500001917.r	144,7746

1507,96
1089,432

0,225923499
0,132889983

-2,146093755 2Down
-2,911695733 2Down

LOC691254.aSe LOC691254 ENSRNOT00000 Casz1

hypothetical prot LOC691254.aSe Ace View castor zinc finger ENSRNOT00000 ENSEMBL

hypothetical protein LOC691254
castor zinc finger 1 [gene_biotype:protein_coding tra

TC0500001922.r	675,353

1724,063

0,391721764

-1,352098808 2Down

NM_053679

Dffa

DNA fragmentati NM_053679

RefSeq

Rattus norvegicus DNA fragmentation factor, alpha

TC0500001969.r	179296,5
TC0500001993.r	3223,155
TC0500002190.r	330,0917
TC0500002210.r	3924,784

391372,3
11943,6
710,475
8585,595

0,458122611
0,269864614
0,464607059
0,457135935

-1,126194325 2Down
-1,889692281 2Down
-1,105917022 2Down
-1,129304862 2Down

NM_001014071 Errfi1 ENSRNOT00000 Nol9 NM_001079699 Rrs1 NM_001107901 Rb1cc1

ERBB receptor f NM_001014071 RefSeq nucleolar protein ENSRNOT00000 ENSEMBL ribosome biogen NM_001079699 RefSeq RB1-inducible co NM_001107901 RefSeq

Rattus norvegicus ERBB receptor feedback inhibitor nucleolar protein 9 [gene_biotype:protein_coding tra Rattus norvegicus ribosome biogenesis regulator ho Rattus norvegicus RB1-inducible coiled-coil 1 (Rb1c

TC0500002269.r	242,5433

635,4556

0,381684102

-1,389548999 2Down

NM_181389

Nsmaf

neutral sphingom NM_181389

RefSeq

Rattus norvegicus neutral sphingomyelinase (N-SM

TC0500002303.r	135,2244
TC0500002309.r	181,9403
TC0500002326.r	55,45957
TC0500002363.r	2250,532
TC0500002474.r	27,26628

274,619
374,8516
202,8961
28498,61
59,04283

0,492407299
0,485366209
0,273339754
0,078969887
0,4618051

-1,022075948 2Down
-1,042854423 2Down
-1,871232799 2Down
-3,662553571 2Down
-1,11464399 2Down

NM_001108655 Plekhf2 ENSRNOT00000 Ints8 NM_001271108 Pdp1 NM_001191865 Ripk2 NM_001107922 Pm20d2

pleckstrin homol NM_001108655 RefSeq integrator compleENSRNOT00000 ENSEMBL pyruvate dehyrogNM_001271108 RefSeq receptor-interacti NM_001191865 RefSeq peptidase M20 d NM_001107922 RefSeq

Rattus norvegicus pleckstrin homology domain cont integrator complex subunit 8 [gene_biotype:protein_ Rattus norvegicus pyruvate dehyrogenase phosphat Rattus norvegicus receptor-interacting serine-threon Rattus norvegicus peptidase M20 domain containing

TC0500002475.r	22553,21

62403,83

0,361407465

-1,468301789 2Down

NM_173322

Pnrc1

proline-rich nucle NM_173322

RefSeq

Rattus norvegicus proline-rich nuclear receptor coac

TC0500002544.r	4205,413
TC0500002564.r	2064,53
TC0500002574.r	469,6306
TC0500002576.r	44,34558
TC0500002688.r	228,5957

10969,98
7356,51
1025,092
109,7361
2499,993

0,383356487
0,280639869
0,458135075
0,404111136
0,091438536

-1,383241501 2Down
-1,833208117 2Down
-1,126155075 2Down
-1,307175988 2Down
-3,451053884 2Down

NM_001106645 Ddx58 NM_001107928 Ubap2 NM_001108971 RGD1309821 NM_001109616 Fam219a NM_001107934 Trim14

DEAD (Asp-Glu- NM_001106645 RefSeq
ubiquitin-associa NM_001107928 RefSeq similar to KIAA11 NM_001108971 RefSeq family with seque NM_001109616 RefSeq tripartite motif-co NM_001107934 RefSeq

Rattus norvegicus DEAD (Asp-Glu-Ala-Asp) box pol Rattus norvegicus ubiquitin-associated protein 2 (Ub Rattus norvegicus similar to KIAA1161 protein (RGD Rattus norvegicus family with sequence similarity 21 Rattus norvegicus tripartite motif-containing 14 (Trim

TC0500002749.r	230,985
TC0500002851.r	8739,541

754,4225
23793,38

0,30617459
0,367309773

-1,707573537 2Down
-1,444930814 2Down

NM_178095 NM_031346

Abca1 Ptbp3

ATP-binding cas NM_178095 polypyrimidine tr NM_031346

RefSeq RefSeq

Rattus norvegicus ATP-binding cassette, subfamily A Rattus norvegicus polypyrimidine tract binding prote

TC0500003032.r	264,2555
TC0500003155.r	149,285

1124,303
548,6429

0,235039398
0,272098664

-2,089025491 2Down
-1,877798223 2Down

NM_001039009 Zdhhc21 ENSRNOT00000 Mysm1

zinc finger, DHH NM_001039009 RefSeq myb-like, SWIRMENSRNOT00000 ENSEMBL

Rattus norvegicus zinc finger, DHHC-type containin myb-like, SWIRM and MPN domains 1 [gene_biotyp

TC0500003159.r	8458,104
TC0500003281.r	195,3498

21411,58
445,2213

0,395024748
0,438770113

-1,339985054 2Down
-1,188462836 2Down

NM_021835 NM_199253

Jun Pcsk9

jun proto-oncoge NM_021835 proprotein conve NM_199253

RefSeq RefSeq

Rattus norvegicus jun proto-oncogene (Jun), mRNA Rattus norvegicus proprotein convertase subtilisin/k

TC0500003303.r	63,1286
TC0500003352.r	1266,893

171,7841
2657,325

0,367488027
0,476755007

-1,444230848 2Down
-1,068680004 2Down

NM_001025653 Lrrc42 NM_001271224 Rnf11l1

leucine rich repe NM_001025653 RefSeq ring finger protei NM_001271224 RefSeq

Rattus norvegicus leucine rich repeat containing 42 Rattus norvegicus ring finger protein 11-like 1 (Rnf11

TC0500003426.r	32,89788

113,3012

0,290357737

-1,784096619 2Down

NM_001106680 Toe1

target of EGR1,

NM_001106680 RefSeq

Rattus norvegicus target of EGR1, member 1 (nucle

TC0500003438.r	509,2527

2030,84

0,250759636

-1,995622952 2Down

ENSRNOT00000 Rnf220

ring finger protei ENSRNOT00000 ENSEMBL

ring finger protein 220 [gene_biotype:protein_coding

TC0500003450.r	264,1416
TC0500003452.r	782,6123

996,2074
1621,641

0,265147197
0,482605151

-1,915134596 2Down
-1,05108478 2Down

NM_031697 NM_019249

St3gal3 Ptprf

ST3 beta-galacto NM_031697 protein tyrosine p NM_019249

RefSeq RefSeq

Rattus norvegicus ST3 beta-galactoside alpha-2,3-s Rattus norvegicus protein tyrosine phosphatase, rec

TC0500003454.r	44,56193
TC0500003501.r	298,9174

101,4329
639,0188

0,439324223
0,467775596

-1,186642047 2Down
-1,096111497 2Down

ENSRNOT00000 Szt2 NM_001039010 Ppcs

seizure threshold ENSRNOT00000 ENSEMBL phosphopantotheNM_001039010 RefSeq

seizure threshold 2 homolog (mouse) [gene_biotype Rattus norvegicus phosphopantothenoylcysteine sy

TC0500003539.r	3500,254

7721,616

0,453305888

-1,141443193 2Down

NM_022383

Cap1

CAP, adenylate c NM_022383

RefSeq

Rattus norvegicus CAP, adenylate cyclase-associate

TC0500003549.r	5,605369
TC0500003590.r	1291,767
TC0500003605.r	189,5176

13,29802
12047,75
406,5822

0,421519068
0,107220601
0,466123701

-1,246330199 2Down
-3,221345963 2Down
-1,101215222 2Down

NM_001109432 Bmp8a NM_001077671 Zc3h12a
NM_001108680 Adprhl2

bone morphogen NM_001109432 RefSeq zinc finger CCCHNM_001077671 RefSeq ADP-ribosylhydr NM_001108680 RefSeq

Rattus norvegicus bone morphogenetic protein 8a ( Rattus norvegicus zinc finger CCCH type containing Rattus norvegicus ADP-ribosylhydrolase like 2 (Adpr

TC0500003619.r	154,1897

308,5465

0,499729214

-1,000781534 2Down

NM_053543

Ncdn

neurochondrin

NM_053543

RefSeq

Rattus norvegicus neurochondrin (Ncdn), mRNA.

TC0500003662.r	373,369

1742,028

0,21433008

-2,222093759 2Down

NM_001134629 RGD1561149

similar to mKIAA NM_001134629 RefSeq

Rattus norvegicus similar to mKIAA1522 protein (RG

TC0500003680.r	258,6927

542,0385

0,477258903

-1,067155984 2Down

NM_001127633 Txlna

taxilin alpha

NM_001127633 RefSeq

Rattus norvegicus taxilin alpha (Txlna), mRNA.

TC0500003681.r	1355,674
TC0500003735.r	8,812875
TC0500003743.r	343,7438
TC0500003759.r	29,98306

4120,109
19,76812
1074,967
309,524

0,329038382
0,4458125
0,319771491
0,096868288

-1,603672211 2Down
-1,165491026 2Down
-1,644886774 2Down
-3,367831744 2Down

NM_001015029 Kpna6 NM_001191575 Ptpru NM_001109268 Gmeb1 NM_001012099 Xkr8

karyopherin alph NM_001015029 RefSeq protein tyrosine p NM_001191575 RefSeq glucocorticoid m NM_001109268 RefSeq XK, Kell blood gr NM_001012099 RefSeq

Rattus norvegicus karyopherin alpha 6 (importin alp Rattus norvegicus protein tyrosine phosphatase, rec Rattus norvegicus glucocorticoid modulatory elemen Rattus norvegicus XK, Kell blood group complex su

TC0500003762.r	151,678

313,8468

0,48328675

-1,049048653 2Down

NM_001107911

Ppp1r8

protein phosphat NM_001107911

RefSeq

Rattus norvegicus protein phosphatase 1, regulatory

TC0500003771.r	127,8454

266,5302

0,479665719

-1,059898759 2Down

NM_001113780

Tmem222

transmembrane

NM_001113780

RefSeq

Rattus norvegicus transmembrane protein 222 (Tme

TC0500003786.r	545,3644
TC0500003803.r	11,86082
TC0500003834.r	1297,321

1609,597
25,16677
7334,936

0,338820463
0,471288926
0,176868755

-1,561407088 2Down
-1,085316313 2Down
-2,499248884 2Down

NM_001106635 Arid1a ENSRNOT00000 Umodl NM_001107986 Srrm1

AT rich interactiv NM_001106635 RefSeq Uromoduilin-like ENSRNOT00000 ENSEMBL serine/arginine reNM_001107986 RefSeq

Rattus norvegicus AT rich interactive domain 1A (SW Uromoduilin-like [gene_biotype:protein_coding trans Rattus norvegicus serine/arginine repetitive matrix 1

TC0500003889.r	110,3882

467,4127

0,236168594

-2,082110971 2Down

NM_013059

Alpl

alkaline phospha NM_013059

RefSeq

Rattus norvegicus alkaline phosphatase, liver/bone/

TC0500003938.r	23,83666

112,6828

0,211537697

-2,241013314 2Down

ENSRNOT00000 Arhgef10l

Rho guanine nuc ENSRNOT00000 ENSEMBL

Rho guanine nucleotide exchange factor (GEF) 10-li

TC0500003949.r	114,8588

251,2666

0,457119251

-1,129357517 2Down

NM_199096

Necap2

NECAP endocyt NM_199096

RefSeq

Rattus norvegicus NECAP endocytosis associated 2

TC0500003960.r	74,51778
TC0500003971.r	184,1421

214,0089
511,4222

0,348199444
0,360058871

-1,522014195 2Down
-1,473695282 2Down

NM_001271495 Spen NM_001014194 Dnajc16

spen family trans NM_001271495 RefSeq DnaJ (Hsp40) ho NM_001014194 RefSeq

Rattus norvegicus spen family transcriptional repres Rattus norvegicus DnaJ (Hsp40) homolog, subfamil

TC0500004011.r

456,7009

3166,823

0,144214217

-2,793714697 2Down

NM_130426

Tnfrsf1b

tumor necrosis fa NM_130426

RefSeq

Rattus norvegicus tumor necrosis factor receptor su

TC0500004023.r	260,4172

662,4781

0,39309556

-1,347048025 2Down

mRNARGD7664 RGD1565622

RGD1565622

mRNARGD7664 Rat Genome Dat RGD1565622

TC0500004036.r	146,8608

296,9474

0,494568398

-1,015758037 2Down

NM_001106479 Clcn6

chloride channel, NM_001106479 RefSeq

Rattus norvegicus chloride channel, voltage-sensitiv

TC0500004042.r	12,80907

29,7268

0,430892999

-1,214598437 2Down

ENSRNOT00000 Draxin

dorsal inhibitory

ENSRNOT00000 ENSEMBL

dorsal inhibitory axon guidance protein [gene_biotyp

TC0500004050.r	64,92636
TC0500004068.r	962,8181
TC0500004076.r	13,04105
TC0500004078.r	4402,345

178,9323
2199,943
34,27576
15592,83

0,362854331
0,43765593
0,380474423
0,282331366

-1,462537605 2Down
-1,192130976 2Down
-1,394128623 2Down
-1,824538677 2Down

NM_001107993 Ubiad1 ENSRNOT00000 Apitd1 NM_001108693 Rbp7 NM_001037556 Nmnat1

UbiA prenyltrans NM_001107993 RefSeq apoptosis-induci ENSRNOT00000 ENSEMBL retinol binding pr NM_001108693 RefSeq nicotinamide nuc NM_001037556 RefSeq

Rattus norvegicus UbiA prenyltransferase domain co apoptosis-inducing, TAF9-like domain 1 (Apitd1), mR Rattus norvegicus retinol binding protein 7, cellular ( Rattus norvegicus nicotinamide nucleotide adenylylt

TC0500004117.r

112,6851

258,0993

0,436595915

-1,195629464 2Down

NM_057097

Vamp3

vesicle-associate NM_057097

RefSeq

Rattus norvegicus vesicle-associated membrane pro

TC0500004215.r	24,8445
TC0500004224.r	14,78206

58,71175
34,23549

0,423160611
0,431775914

-1,240722752 2Down
-1,211645327 2Down

NM_001007703 Cptp NM_001024758 Ttll10

ceramide-1-phos NM_001007703 RefSeq tubulin tyrosine li NM_001024758 RefSeq

Rattus norvegicus ceramide-1-phosphate transfer pr Rattus norvegicus tubulin tyrosine ligase-like family,

TC0500004230.r	86,66783

718,3673

0,120645567

-3,051153192 2Down

NM_175754

Agrn

agrin

NM_175754

RefSeq

Rattus norvegicus agrin (Agrn), mRNA.

TC0500004231.r	82,47442
TC0500004245.r	1092,147

760,0121
2815,92

0,108517246
0,387847311

-3,204003755 2Down
-1,366439296 2Down

NM_001106700 Isg15 NM_001108677 Mtf1

ISG15 ubiquitin-l NM_001106700 RefSeq metal-regulatory NM_001108677 RefSeq

Rattus norvegicus ISG15 ubiquitin-like modifier (Isg1 Rattus norvegicus metal-regulatory transcription fact

TC0600000052.r	27,40404

99,5088

0,275393131

-1,860435519 2Down

NM_001004282 Tmem178a

transmembrane

NM_001004282 RefSeq

Rattus norvegicus transmembrane protein 178A (Tm

TC0600000149.r	263,0006

624,0252

0,4214583

-1,2465382 2Down

NM_053522

Rhoq

ras homolog fam NM_053522

RefSeq

Rattus norvegicus ras homolog family member Q (R

TC0600000152.r	3237,147

8007,448

0,404267002

-1,306619644 2Down

ENSRNOT00000 LOC100359600 karyopherin alph ENSRNOT00000 ENSEMBL

karyopherin alpha 2-like [gene_biotype:protein_codi

TC0600000154.r	76,07961
TC0600000165.r	55,1452
TC0600000208.r	3395,038

155,9768
167,5019
6953,406

0,487762347
0,32922134
0,488255396

-1,035749703 2Down
-1,60287024 2Down
-1,034292107 2Down

NM_001100756 Ttc7a ENSRNOT00000 Msh6 NM_001014073 Fam98a

tetratricopeptide NM_001100756 RefSeq mutS homolog 6 ENSRNOT00000 ENSEMBL family with seque NM_001014073 RefSeq

Rattus norvegicus tetratricopeptide repeat domain 7 mutS homolog 6 [gene_biotype:protein_coding trans Rattus norvegicus family with sequence similarity 98

TC0600000286.r	48,72904
TC0600000321.r	12,05025

131,1249
26,88506

0,371623086
0,448213618

-1,428087967 2Down
-1,157741614 2Down

NM_053950 NM_053486

Eif2b4 Kif3c

eukaryotic transl NM_053950 kinesin family me NM_053486

RefSeq RefSeq

Rattus norvegicus eukaryotic translation initiation fa Rattus norvegicus kinesin family member 3C (Kif3c)

TC0600000390.r	73,21349

223,7511

0,32720952

-1,611713372 2Down

ENSRNOT00000 Hs1bp3

HCLS1 binding p ENSRNOT00000 ENSEMBL

HCLS1 binding protein 3 [gene_biotype:protein_cod

TC0600000399.r	1298,441

3264,522

0,397743069

-1,330091303 2Down

NM_013026

Sdc1

syndecan 1

NM_013026

RefSeq

Rattus norvegicus syndecan 1 (Sdc1), mRNA.

TC0600000472.r	315,4296

657,8975

0,479450978

-1,060544781 2Down

NM_001100717 E2f6

E2F transcription NM_001100717 RefSeq

Rattus norvegicus E2F transcription factor 6 (E2f6),

TC0600000474.r	1486,437

3441,437

0,431923351

-1,211152781 2Down

NM_013022

Rock2

Rho-associated

NM_013022

RefSeq

Rattus norvegicus Rho-associated coiled-coil contai

TC0600000520.r	238,7995
TC0600000560.r	51,89261

3001,587
129,3432

0,079557747
0,401200914

-3,651853764 2Down
-1,317603204 2Down

NM_001108017 Cmpk2 NM_001025051 Fam110c

cytidine monoph NM_001108017 RefSeq family with seque NM_001025051 RefSeq

Rattus norvegicus cytidine monophosphate (UMP-C Rattus norvegicus family with sequence similarity 11

TC0600000585.r	654,7638

2542,604

0,257517018

-1,957260319 2Down

NM_177928

Nampt

nicotinamide pho NM_177928

RefSeq

Rattus norvegicus nicotinamide phosphoribosyltrans

TC0600000593.r	24,43097

67,72206

0,360753497

-1,470914713 2Down

ENSRNOT00000 Atxn7l1

ataxin 7-like 1

ENSRNOT00000 ENSEMBL

ataxin 7-like 4 [gene_biotype:protein_coding transcri

TC0600000790.r	2795,264
TC0600000840.r	5365,854

5853,064
12640,15

0,477572772
0,424508728

-1,066207508 2Down
-1,236133878 2Down

ENSRNOT00000 Fam177a1 NM_001109023 Pnn

family with seque ENSRNOT00000 ENSEMBL pinin, desmosom NM_001109023 RefSeq

Protein Fam177a1 [gene_biotype:protein_coding tr Rattus norvegicus pinin, desmosome associated pro

TC0600000898.r	13039,16

26714,82

0,488087137

-1,034789364 2Down

NM_024152

Arf6

ADP-ribosylation NM_024152

RefSeq

Rattus norvegicus ADP-ribosylation factor 6 (Arf6),

TC0600000990.r	57,55544
TC0600001016.r	45,21749

130,6998
163,5395

0,440363642
0,276492774

-1,183232734 2Down
-1,854686318 2Down

NM_001108033 Snapc1 ENSRNOT00000 Plekhg3

small nuclear RN NM_001108033 RefSeq pleckstrin homol ENSRNOT00000 ENSEMBL

Rattus norvegicus small nuclear RNA activating com pleckstrin homology domain containing, family G (wi

TC0600001103.r TC0600001141.r TC0600001142.r

659,5601
130,2736
744,9518

1954,902
312,9353
2510,079

0,337387808
0,416295637
0,296784205

-1,567520256 2Down
-1,264319657 2Down
-1,752513783 2Down

ENSRNOT00000 Susd6 NM_001108716 Dcaf4 NM_001108984 Rbm25

sushi domain co ENSRNOT00000 ENSEMBL DDB1 and CUL4 NM_001108716 RefSeq
RNA binding mot NM_001108984 RefSeq

sushi domain containing 6 [gene_biotype:protein_co Rattus norvegicus DDB1 and CUL4 associated facto Rattus norvegicus RNA binding motif protein 25 (Rb

TC0600001369.r	285,7989
TC0600001372.r	68,74902
TC0600001405.r	11,44726

760,8264
223,7492
31,83214

0,375642722
0,307259289
0,359613271

-1,412566944 2Down
-1,702471471 2Down
-1,475481831 2Down

NM_001106753 Cpsf2 NM_001108052 Rin3
ENSRNOT00000 Serpina3n

cleavage and pol NM_001106753 RefSeq Ras and Rab inteNM_001108052 RefSeq serine (or cystein ENSRNOT00000 ENSEMBL

Rattus norvegicus cleavage and polyadenylation sp Rattus norvegicus Ras and Rab interactor 3 (Rin3), Serine protease inhibitor [gene_biotype:protein_cod

TC0600001468.r	5546,129

12361,31

0,448668385

-1,156278564 2Down

NM_001109672 Ccnk

cyclin K

NM_001109672 RefSeq

Rattus norvegicus cyclin K (Ccnk), mRNA.

TC0600001563.r	2078,793

5054,866

0,411245916

-1,281926742 2Down

NM_019226

Dync1h1

dynein cytoplasmNM_019226

RefSeq

Rattus norvegicus dynein cytoplasmic 1 heavy chain

TC0600001591.r	12335,53
TC0600001634.r	39,85423

139938,3
143,9322

0,088149777
0,276895858

-3,503899263 2Down
-1,852584622 2Down

NM_001137633 Tnfaip2 NM_001126302 Zbtb42

tumor necrosis fa NM_001137633 RefSeq zinc finger and B NM_001126302 RefSeq

Rattus norvegicus tumor necrosis factor, alpha-indu Rattus norvegicus zinc finger and BTB domain cont

TC0600001730.r	2029,423

4943,475

0,410525592

-1,284455934 2Down

NM_019335

Eif2ak2

eukaryotic transl NM_019335

RefSeq

Rattus norvegicus eukaryotic translation initiation fa

TC0600001880.r	239,2703
TC0600001972.r	7290,67

515,8126
35277,38

0,4638706
0,206666992

-1,108205685 2Down
-2,274620111 2Down

ENSRNOT00000 --- NM_001037791 Wdr43

Uncharacterized ENSRNOT00000 ENSEMBL WD repeat doma NM_001037791 RefSeq

Uncharacterized protein
Rattus norvegicus WD repeat domain 43 (Wdr43), m


	TC0600001993.r
	1182,126
	2412,587
	0,489982745
	-1,029197151 2Down
	NM_017154	Xdh
	xanthine dehydro NM_017154	RefSeq	Rattus norvegicus xanthine dehydrogenase (Xdh), m

	TC0600001996.r
	73,10356
	458,7378
	0,159358047
	-2,649656221 2Down
	NM_001013146 Fosl2
	fos-like antigen 2 NM_001013146 RefSeq	Rattus norvegicus fos-like antigen 2 (Fosl2), transcri

	TC0600002008.r
	553,9479
	1256,311
	0,440932142
	-1,181371449 2Down
	NM_013120	Gckr
	glucokinase (hex NM_013120	RefSeq	Rattus norvegicus glucokinase (hexokinase 4) regul

	TC0600002012.r
	56,85901
	154,7262
	0,367481461
	-1,444256626 2Down
	NM_001011981 Snx17
	sorting nexin 17 NM_001011981 RefSeq	Rattus norvegicus sorting nexin 17 (Snx17), mRNA.

	TC0600002017.r
	97,87055
	243,576
	0,401807034
	-1,315425277 2Down
	NM_001105710 Cad
	carbamoyl-phosp NM_001105710 RefSeq	Rattus norvegicus carbamoyl-phosphate synthetase

	TC0600002209.r
	1349,557
	3695,026
	0,365236131
	-1,453098604 2Down
	NM_020306	Adam17
	ADAM metallope NM_020306	RefSeq	Rattus norvegicus ADAM metallopeptidase domain

	TC0600002228.r
	2547,249
	15753,01
	0,161699193
	-2,628615619 2Down
	NM_138881	Rsad2
	radical S-adenos NM_138881	RefSeq	Rattus norvegicus radical S-adenosyl methionine do

	TC0600002275.r
	2296,43
	8181,204
	0,280695849
	-1,832920367 2Down
	NM_001108018 Cbll1
	Cbl proto-oncoge NM_001108018 RefSeq	Rattus norvegicus Cbl proto-oncogene-like 1, E3 ub

	TC0600002313.r
	19,47654
	39,67168
	0,490943161
	-1,026372087 2Down
	NM_001200045 Hdac9
	histone deacetyl NM_001200045 RefSeq	Rattus norvegicus histone deacetylase 9 (Hdac9), m

	TC0600002420.r
	42,72985
	85,7635
	0,49822885
	-1,005119531 2Down
	NM_001276715 Prkd1
	protein kinase D NM_001276715 RefSeq	Rattus norvegicus protein kinase D1 (Prkd1), mRNA

	TC0600002438.r
	30,51888
	77,20438
	0,395299852
	-1,338980679 2Down
	ENSRNOT00000 Heatr5a
	HEAT repeat con ENSRNOT00000 ENSEMBL	HEAT repeat containing 5A [gene_biotype:protein_c

	TC0600002465.r
	232,4348
	863,6232
	0,269139134
	-1,893575915 2Down
	NM_001108711 Snx6
	sorting nexin 6  NM_001108711 RefSeq	Rattus norvegicus sorting nexin 6 (Snx6), mRNA.

	TC0600002500.r
	49,34874
	102,0876
	0,483396025
	-1,048722486 2Down
	NM_001108712 Mbip
	MAP3K12 bindin NM_001108712 RefSeq	Rattus norvegicus MAP3K12 binding inhibitory prote

	TC0600002519.r
	3221,606
	6790,623
	0,474419799
	-1,075763875 2Down
	NM_012742	Foxa1
	forkhead box A1 NM_012742	RefSeq	Rattus norvegicus forkhead box A1 (Foxa1), mRNA.

	TC0600002595.r
	379,3206
	899,1749
	0,42185408
	-1,245184041 2Down
	NM_001170586 Nemf
	nuclear export m NM_001170586 RefSeq	Rattus norvegicus nuclear export mediator factor (N

	TC0600002603.r
	462,7682
	1068,444
	0,433123495
	-1,207149659 2Down
	NM_001135561 Sos2
	son of sevenless NM_001135561 RefSeq	Rattus norvegicus son of sevenless homolog 2 (Dro

	TC0600002612.r
	22,31623
	62,91043
	0,354730209
	-1,495205898 2Down
	NM_001106737 Nin
	ninein (GSK3B in NM_001106737 RefSeq	Rattus norvegicus ninein (GSK3B interacting protein

	TC0600002703.r
	1221,528
	5652,873
	0,216089765
	-2,210297352 2Down
	NM_022210	Max
	MYC associated NM_022210	RefSeq	Rattus norvegicus MYC associated factor X (Max),

	TC0600002737.r
	50,8037
	360,8233
	0,140799389
	-2,828287027 2Down
	NM_001108038 Zfyve26
	zinc finger, FYVE NM_001108038 RefSeq	Rattus norvegicus zinc finger, FYVE domain contain

	TC0600002752.r
	89324,82
	262056
	0,340861572
	-1,552742134 2Down
	NM_017172	Zfp36l1
	zinc finger protei NM_017172	RefSeq	Rattus norvegicus zinc finger protein 36, C3H type-li

	TC0600002759.r
	359,2689
	1002,25
	0,35846236
	-1,480106458 2Down
	NM_001100718 Dcaf5
	DDB1 and CUL4 NM_001100718 RefSeq	Rattus norvegicus DDB1 and CUL4 associated facto

	TC0600002862.r
	439,8581
	941,2127
	0,467331242
	-1,097482608 2Down
	NM_001106744 Arel1
	apoptosis resista NM_001106744 RefSeq	Rattus norvegicus apoptosis resistant E3 ubiquitin p

	TC0600002881.r
	28612,28
	64515,79
	0,443492671
	-1,173017833 2Down
	NM_001106749 RGD1310769
	similar to HSPC2 NM_001106749 RefSeq	Rattus norvegicus similar to HSPC288 (RGD131076

	TC0600002900.r
	8,409925
	50,51991
	0,166467537
	-2,586687229 2Down
	NM_001012470 Irf2bpl
	interferon regulat NM_001012470 RefSeq	Rattus norvegicus interferon regulatory factor 2 bind

	TC0600002917.r
	2329,712
	6906,177
	0,33733743
	-1,567735691 2Down
	NM_001109279 Snw1
	SNW domain co NM_001109279 RefSeq	Rattus norvegicus SNW domain containing 1 (Snw1

	TC0600003049.r
	43,25328
	171,7717
	0,251806788
	-1,989610922 2Down
	NM_001191985 Itpk1
	inositol-tetrakisp NM_001191985 RefSeq	Rattus norvegicus inositol-tetrakisphosphate 1-kinas

	TC0600003088.r
	1188,362
	2395,713
	0,496036879
	-1,011480709 2Down
	ENSRNOT00000 Dicer1
	dicer 1, ribonucle ENSRNOT00000 ENSEMBL	dicer 1, ribonuclease type III [gene_biotype:protein_

	TC0600003154.r
	1324,254
	4082,177
	0,324398967
	-1,624158871 2Down
	NM_001013170 Wars
	tryptophanyl-tRN NM_001013170 RefSeq	Rattus norvegicus tryptophanyl-tRNA synthetase (W

	TC0600003193.r
	67920,86
	140312,3
	0,48406918
	-1,046714852 2Down
	NM_175761	Hsp90aa1
	heat shock prote NM_175761	RefSeq	Rattus norvegicus heat shock protein 90, alpha (cyto

	TC0600003195.r
	87527,57
	175606,8
	0,498429275
	-1,004539288 2Down
	NM_175761_2  Hsp90aa1
	heat shock prote NM_175761_2  RefSeq	heat shock protein 90, alpha (cytosolic), class A me

	TC0600003208.r
	1328,054
	3648,213
	0,364028635
	-1,457876154 2Down
	NM_053620	Cdc42bpb
	CDC42 binding p NM_053620	RefSeq	Rattus norvegicus CDC42 binding protein kinase be

	TC0600003291.r
	229,6739
	564,2065
	0,407074183
	-1,296636368 2Down
	mRNARGD6499 LOC100910275
	ENCODES a pro mRNARGD6499 Rat Genome Dat ENCODES a protein that exhibits carbohydrate bind

	TC0600003488.r
	82,79
	322,5557
	0,256668848
	-1,962019888 2Down
	ENSRNOT00000 Pacs2
	phosphofurin aci ENSRNOT00000 ENSEMBL	phosphofurin acidic cluster sorting protein 2 [gene_b

	TC0600003496.r
	2094,503
	4582,208
	0,457094702
	-1,129434998 2Down
	NM_001014195
	Tmem214
	transmembrane
	NM_001014195
	RefSeq
	Rattus norvegicus transmembrane protein 214 (Tme

	TC0700000007.r
	8,296172
	16,94514
	0,489590054
	-1,030353846 2Down
	NM_001109460
	Stx19
	syntaxin 19
	NM_001109460
	RefSeq
	Rattus norvegicus syntaxin 19 (Stx19), mRNA.

	TC0700000026.r
	2165,345
	5601,736
	0,38654892
	-1,371277088 2Down
	NM_001011905
	Stat2
	signal transducer NM_001011905
	RefSeq
	Rattus norvegicus signal transducer and activator of

	TC0700000030.r
	195,4903
	443,6983
	0,440592853
	-1,182482001 2Down
	NM_001191875
	Ankrd52
	ankyrin repeat doNM_001191875
	RefSeq
	Rattus norvegicus ankyrin repeat domain 52 (Ankrd

	TC0700000031.r
	257,7215
	607,9318
	0,423931599
	-1,238096589 2Down
	NM_001012195
	Rnf41
	ring finger protei NM_001012195
	RefSeq
	Rattus norvegicus ring finger protein 41 (Rnf41), mR

	TC0700000051.r	1592,18
TC0700000095.r	11,5483
TC0700000149.r	2734,824
TC0700000153.r	182,0979
TC0700000169.r	96,90155
TC0700000186.r	109,6954
	4623,527
23,7026
7855,043
390,2703
203,0598
626,1429
	0,344364811
0,487216592
0,348161557
0,466594307
0,477206961
0,175192276
	-1,537990368 2Down
-1,037364829 2Down
-1,522171182 2Down
-1,099759391 2Down
-1,067313008 2Down
-2,512988922 2Down
	NM_001033070 NM_001000487 NM_031567 NM_001108074 NM_001100757
NM_001108734
	Sarnp Olr962 Nfic Fzr1 Pias4
Mob3a
	SAP domain con NM_001033070 olfactory recepto NM_001000487 nuclear factor I/C NM_031567 fizzy/cell division NM_001108074 protein inhibitor o NM_001100757
MOB kinase acti NM_001108734
	RefSeq RefSeq RefSeq RefSeq RefSeq
RefSeq
	Rattus norvegicus SAP domain containing ribonucle Rattus norvegicus olfactory receptor 962 (Olr962), m Rattus norvegicus nuclear factor I/C (Nfic), mRNA. Rattus norvegicus fizzy/cell division cycle 20 related Rattus norvegicus protein inhibitor of activated STAT
Rattus norvegicus MOB kinase activator 3A (Mob3a



TC0700000196.r	217,3516
TC0700000207.r	342,0321
TC0700000216.r	63,05486
TC0700000227.r	45,5187
TC0700000270.r	273,4703
TC0700000272.r	408,6008
TC0700000306.r	12,62351

568,2711
769,7689
217,6221
97,98556
590,5692
1605,141
34,06523

0,382478715
0,444330889
0,289744746
0,46454498
0,463062246
0,254557575
0,370568759

-1,386548632 2Down
-1,170293655 2Down
-1,787145596 2Down
-1,106109802 2Down
-1,110721959 2Down
-1,973936099 2Down
-1,432186836 2Down

NM_001012114 Rexo1 NM_001007657 RGD1359127 NM_001108068 Sbno2 ENSRNOT00000 Cnn2 NM_001271352 Cyp4f37 ENSRNOT00000 Cyp4f6 NM_001000067 Olr1055

REX1, RNA exon NM_001012114 RefSeq similar to RIKEN NM_001007657 RefSeq strawberry notch NM_001108068 RefSeq calponin 2 [Sour ENSRNOT00000 ENSEMBL cytochrome P45 NM_001271352 RefSeq cytochrome P45 ENSRNOT00000 ENSEMBL olfactory recepto NM_001000067 RefSeq

Rattus norvegicus REX1, RNA exonuclease 1 homo Rattus norvegicus similar to RIKEN cDNA 2310011J Rattus norvegicus strawberry notch homolog 2 (Dro calponin 2 [gene_biotype:protein_coding transcript_ Rattus norvegicus cytochrome P450, family 4, subfa cytochrome P450 4F5-like [gene_biotype:protein_co Rattus norvegicus olfactory receptor 1055 (Olr1055)

TC0700000411.r

1078,413

2400,722

0,449203615

-1,154558558 2Down

NM_175598

Ric8b

RIC8 guanine nu NM_175598

RefSeq

Rattus norvegicus RIC8 guanine nucleotide exchan

TC0700000519.r	29,77278

71,22226

0,418026331

-1,258334278 2Down

NM_001106780 Ntn4

netrin 4

NM_001106780 RefSeq

Rattus norvegicus netrin 4 (Ntn4), mRNA.

TC0700000523.r	42,08036
TC0700000586.r	55,72021
TC0700000905.r	2755,936

122,7333
229,4203
6828,375

0,342860169
0,242873931
0,403600564

-1,544307782 2Down
-2,041720452 2Down
-1,308999905 2Down

NM_001137645 Fgd6 NM_001135755 Cep290 NM_001044250 Stat6

FYVE, RhoGEF NM_001137645 RefSeq
centrosomal prot NM_001135755 RefSeq signal transducer NM_001044250 RefSeq

Rattus norvegicus FYVE, RhoGEF and PH domain Rattus norvegicus centrosomal protein 290 (Cep290 Rattus norvegicus signal transducer and activator of

TC0700000911.r

124,8811

324,3515

0,385017797

-1,37700296 2Down

NM_001130537 Zbtb39

zinc finger and B NM_001130537 RefSeq

Rattus norvegicus zinc finger and BTB domain cont

TC0700001144.r

230,9359

936,9424

0,246478225

-2,020467895 2Down

NM_001271056 Zhx2

zinc fingers and

NM_001271056 RefSeq

Rattus norvegicus zinc fingers and homeoboxes 2 (

TC0700001273.r	33,21638
TC0700001318.r	42,94394
TC0700001330.r	395,0182

102,4226
95,87386
794,1414

0,324307135
0,447921258
0,497415448

-1,624567329 2Down
-1,158682957 2Down
-1,007476782 2Down

ENSRNOT00000 Dennd3 ENSRNOT00000 Zfp41 NM_001135897 RGD1311188

DENN/MADD do ENSRNOT00000 ENSEMBL
zinc finger protei ENSRNOT00000 ENSEMBL similar to 150003 NM_001135897 RefSeq

DENN/MADD domain containing 3 [gene_biotype:pr zinc finger protein 41 [gene_biotype:protein_coding Rattus norvegicus similar to 1500031N24Rik protein

TC0700001347.r	5,279747
TC0700001358.r	298,8827

11,94081
611,8739

0,44215987
0,488471072

-1,177360001 2Down
-1,033654968 2Down

NM_001115026 NM_024393

Spatc1 Hsf1

spermatogenesis NM_001115026 heat shock trans NM_024393

RefSeq RefSeq

Rattus norvegicus spermatogenesis and centriole as Rattus norvegicus heat shock transcription factor 1 (

TC0700001395.r	315,6488
TC0700001427.r	226,3769
TC0700001430.r	283,7513
TC0700001436.r	3628,401

1240,62
1067,893
620,8558
43199,88

0,25442827
0,211984628
0,457032535
0,083990997

-1,974669116 2Down
-2,237968445 2Down
-1,129631225 2Down
-3,573621493 2Down

NM_001013175 Apol3 NM_001079700 Cdc42ep1 NM_001011994 Gga1
NM_001013220 Triobp

apolipoprotein L, NM_001013175 RefSeq CDC42 effector p NM_001079700 RefSeq golgi associated, NM_001011994 RefSeq TRIO and F-actin NM_001013220 RefSeq

Rattus norvegicus apolipoprotein L, 3 (Apol3), trans Rattus norvegicus CDC42 effector protein (Rho GTP Rattus norvegicus golgi associated, gamma adaptin Rattus norvegicus TRIO and F-actin binding protein

TC0700001443.r	64,78871

134,6601

0,481127743

-1,055508103 2Down

ENSRNOT00000 Micall1

MICAL-like 1

ENSRNOT00000 ENSEMBL

MICAL-like 1 [gene_biotype:protein_coding transcrip

TC0700001450.r	1538,575
TC0700001457.r	1160,362
TC0700001473.r	50,73507
TC0700001486.r	264,5804
TC0700001498.r	69,31506

5479,21
4343,762
118,49
564,7352
257,1618

0,280802342
0,26713296
0,428180184
0,468503469
0,269538711

-1,832373127 2Down
-1,904370103 2Down
-1,223710065 2Down
-1,093868366 2Down
-1,89143561 2Down

NM_001130573 Maff NM_001199315 Gtpbp1 NM_001109976 Tab1 NM_001130503 Adsl ENSRNOT00000 Ep300

v-maf avian mus NM_001130573 RefSeq GTP binding prot NM_001199315 RefSeq TGF-beta activat NM_001109976 RefSeq adenylosuccinateNM_001130503 RefSeq E1A binding prot ENSRNOT00000 ENSEMBL

Rattus norvegicus v-maf avian musculoaponeurotic Rattus norvegicus GTP binding protein 1 (Gtpbp1), Rattus norvegicus TGF-beta activated kinase 1/MAP Rattus norvegicus adenylosuccinate lyase (Adsl), m E1A binding protein p300 [gene_biotype:protein_cod

TC0700001564.r	54,85806

128,816

0,425863713

-1,23153629 2Down

NM_001134780 Parvb

parvin, beta

NM_001134780 RefSeq

Rattus norvegicus parvin, beta (Parvb), mRNA.

TC0700001598.r	116,8636

311,4356

0,375241623

-1,41410823 2Down

ENSRNOT00000 Gramd4

GRAM domain c ENSRNOT00000 ENSEMBL

GRAM domain containing 4 [gene_biotype:protein_c

TC0700001650.r	8,356066

16,9726

0,492326809

-1,022311793 2Down

NM_021676

Shank3

SH3 and multiple NM_021676

RefSeq

Rattus norvegicus SH3 and multiple ankyrin repeat

TC0700001695.r	433,3279
TC0700001723.r	43,72759

957,3626
132,8957

0,452626727
0,329036906

-1,143606319 2Down
-1,603678682 2Down

NM_001108992 Pphln1 NM_001108108 Ano6

periphilin 1
anoctamin 6

NM_001108992 RefSeq NM_001108108 RefSeq

Rattus norvegicus periphilin 1 (Pphln1), mRNA. Rattus norvegicus anoctamin 6 (Ano6), mRNA.

TC0700001731.r	798,5364
TC0700001763.r	2985,864

3041,948
6477,518

0,262508235
0,46095804

-1,929565414 2Down
-1,117292664 2Down

ENSRNOT00000 Arid2 NM_001100895 Atf1

AT rich interactiv ENSRNOT00000 ENSEMBL activating transcr NM_001100895 RefSeq

AT rich interactive domain 2 (Arid-rfx like) [gene_bio Rattus norvegicus activating transcription factor 1 (A

TC0700001801.r	35604,64

87696,45

0,405998646

-1,300453177 2Down

mRNARGD2415 Tuba1c

ENCODES a pro mRNARGD2415 Rat Genome Dat ENCODES a protein that exhibits GTP binding (infer

TC0700001819.r	12,79628

25,87158

0,494607596

-1,015643697 2Down

NM_022181

Aqp6

aquaporin 6, kidn NM_022181

RefSeq

Rattus norvegicus aquaporin 6, kidney specific (Aqp

TC0700001822.r	24,91365

97,94456

0,254364816

-1,975028965 2Down

NM_001108752 Smarcd1

SWI/SNF related NM_001108752 RefSeq

Rattus norvegicus SWI/SNF related, matrix associat

TC0700001888.r	17051,78

63590,43

0,268150097

-1,898887317 2Down

NM_053976

Krt18

keratin 18, type I NM_053976

RefSeq

Rattus norvegicus keratin 18, type I (Krt18), mRNA.

TC0700001979.r	65,30396
TC0700002003.r	1663,509

195,2746
4262,561

0,334421169
0,390260456

-1,580261922 2Down
-1,357490809 2Down

NM_001037765 Spryd4 NM_001079936 Rab5b

SPRY domain co NM_001037765 RefSeq RAB5B, member NM_001079936 RefSeq

Rattus norvegicus SPRY domain containing 4 (Spry Rattus norvegicus RAB5B, member RAS oncogene

TC0700002091.r	53,00684

169,7002

0,31235579

-1,678737823 2Down

mRNARGD7537 LOC100909569 INTERACTS WI mRNARGD7537 Rat Genome Dat INTERACTS WITH (-)-epigallocatechin 3-gallate (or

TC0700002122.r	409,583

2978,133

0,137530124

-2,862180443 2Down

NM_054002

Zbtb7a

zinc finger and B NM_054002

RefSeq

Rattus norvegicus zinc finger and BTB domain cont

TC0700002138.r	475,0908
TC0700002235.r	1628,027
TC0700002239.r	726,4423

2273,419
3614,055
1455,715

0,208976348
0,450471008
0,499027832

-2,258588428 2Down
-1,150493836 2Down
-1,002807815 2Down

NM_001011986 Sf3a2 NM_001100903 Brd4 NM_001108064 Wiz

splicing factor 3a NM_001011986 RefSeq bromodomain co NM_001100903 RefSeq widely-interspaceNM_001108064 RefSeq

Rattus norvegicus splicing factor 3a, subunit 2 (Sf3a Rattus norvegicus bromodomain containing 4 (Brd4) Rattus norvegicus widely-interspaced zinc finger mo

TC0700002260.r	17,35059

41,69878

0,416093468

-1,265020453 2Down

mRNARGD2457 RGD1560314

INTERACTS WI mRNARGD2457 Rat Genome Dat INTERACTS WITH ammonium chloride

TC0700002270.r	32,16666

71,43619

0,450285213

-1,151088995 2Down

ENSRNOT00000 LOC691422

similar to zinc fin ENSRNOT00000 ENSEMBL

similar to zinc finger protein 101 [gene_biotype:prote

TC0700002329.r	1352,724

3620,815

0,373596552

-1,420446954 2Down

NM_012886

Timp3

TIMP metallopep NM_012886

RefSeq

Rattus norvegicus TIMP metallopeptidase inhibitor 3

TC0700002345.r	2113,95

6499,701

0,325238038

-1,620432099 2Down

NM_001191878 Polr3b

polymerase (RN NM_001191878 RefSeq

Rattus norvegicus polymerase (RNA) III (DNA direct

TC0700002394.r	22608,63

50868,04

0,44445648

-1,169885934 2Down

NM_031614

Txnrd1

thioredoxin reduc NM_031614

RefSeq

Rattus norvegicus thioredoxin reductase 1 (Txnrd1),

TC0700002395.r	91,22982
TC0700002426.r	57,03617

185,5702
195,6933

0,491618913
0,291456938

-1,024387677 2Down
-1,77864535 2Down

NM_001044304 Eid3 NM_001173427 Dram1

EP300 interactin NM_001044304 RefSeq DNA-damage re NM_001173427 RefSeq

Rattus norvegicus EP300 interacting inhibitor of diffe Rattus norvegicus DNA-damage regulated autophag

TC0700002457.r	468,0527

1465,022

0,3194851

-1,646179446 2Down

NM_023979

Apaf1

apoptotic peptida NM_023979

RefSeq

Rattus norvegicus apoptotic peptidase activating fac

TC0700002822.r	442,419

956,1982

0,462685456

-1,111896345 2Down

NM_001106786 Tbk1

TANK-binding kin NM_001106786 RefSeq

Rattus norvegicus TANK-binding kinase 1 (Tbk1), m

TC0700002919.r	292,95

2297,013

0,127535195

-2,971032667 2Down

NM_031815

Inhbe

inhibin beta E

NM_031815

RefSeq

Rattus norvegicus inhibin beta E (Inhbe), mRNA.

TC0700003010.r	12,5112
TC0700003177.r	48,29728

25,14922
102,3878

0,497478649
0,471709325

-1,007293485 2Down
-1,084029975 2Down

NM_001024371 Ncald NM_001025024 Wdyhv1

neurocalcin delta NM_001024371 RefSeq WDYHV motif co NM_001025024 RefSeq

Rattus norvegicus neurocalcin delta (Ncald), mRNA. Rattus norvegicus WDYHV motif containing 1 (Wdyh

TC0700003219.r	7,114364

15,92428

0,446762051

-1,162421448 2Down

NM_001145141 LOC500876

LOC500876

NM_001145141 RefSeq

Rattus norvegicus LOC500876 (LOC500876), mRN

TC0700003312.r	1316,505

3535,608

0,372356042

-1,425245328 2Down

NM_021597

Ago2

argonaute RISC NM_021597

RefSeq

Rattus norvegicus argonaute RISC catalytic compon

TC0700003317.r	319,1636
TC0700003366.r	42,33335
TC0700003371.r	819,382
TC0700003377.r	68,62585

848,1946
103,9455
1937,941
340,5926

0,376285819
0,407264865
0,422810602
0,201489551

-1,410099174 2Down
-1,295960738 2Down
-1,241916544 2Down
-2,311223072 2Down

ENSRNOT00000 Slc45a4 NM_001134865 Zc3h3 NM_001013104 Eef1d NM_001130565 Fam83h

solute carrier famENSRNOT00000 ENSEMBL zinc finger CCCHNM_001134865 RefSeq eukaryotic transl NM_001013104 RefSeq family with seque NM_001130565 RefSeq

solute carrier family 45, member 4 [gene_biotype:pr Rattus norvegicus zinc finger CCCH type containing Rattus norvegicus eukaryotic translation elongation Rattus norvegicus family with sequence similarity 83

TC0700003383.r	236,3878

1109,33

0,213090604

-2,230461113 2Down

mRNARGD6691 Eppk1

ENCODES a pro mRNARGD6691 Rat Genome Dat ENCODES a protein that exhibits poly(A) RNA bindi

TC0700003387.r	192,3358

765,2404

0,251340363

-1,992285721 2Down

mRNARGD7744 LOC102548778 ENCODES a pro mRNARGD7744 Rat Genome Dat ENCODES a protein that exhibits K63-linked polyub

TC0700003400.r	53,97208
TC0700003405.r	19,47059
TC0700003423.r	238,7232

119,1959
40,63866
506,7158

0,452801481
0,479114961
0,471118524

-1,143049419 2Down
-1,061556231 2Down
-1,085838035 2Down

NM_001005563 Fbxl6 NM_001130572 Tonsl NM_001079895 Rbfox2

F-box and leucin NM_001005563 RefSeq tonsoku-like, DN NM_001130572 RefSeq RNA binding prot NM_001079895 RefSeq

Rattus norvegicus F-box and leucine-rich repeat pro Rattus norvegicus tonsoku-like, DNA repair protein ( Rattus norvegicus RNA binding protein, fox-1 homol

TC0700003432.r	16560,07

49626,05

0,333697121

-1,583388856 2Down

NM_013194

Myh9l1

myosin, heavy chNM_013194

RefSeq

Rattus norvegicus myosin, heavy chain 9, non-musc

TC0700003437.r	1350,977
TC0700003439.r	39348,73
TC0700003444.r	3507,722

5529,871
116416,3
7506,642

0,244305337
0,338000177
0,467282441

-2,033242712 2Down
-1,564904093 2Down
-1,097633268 2Down

NM_001025066 Apol9a ENSRNOT00000 Myh9 NM_001004283 Eif3d

apolipoprotein L NM_001025066 RefSeq myosin, heavy chENSRNOT00000 ENSEMBL eukaryotic transl NM_001004283 RefSeq

Rattus norvegicus apolipoprotein L 9a (Apol9a), mR myosin-9-like [gene_biotype:protein_coding transcri Rattus norvegicus eukaryotic translation initiation fa

TC0700003496.r	2781,046

6174,097

0,450437692

-1,150600541 2Down

NM_001173370 Tmem184b

transmembrane

NM_001173370 RefSeq

Rattus norvegicus transmembrane protein 184B (Tm

TC0700003497.r	116,5322

707,152

0,164790879

-2,601291698 2Down

NM_031617

Csnk1e

casein kinase 1, NM_031617

RefSeq

Rattus norvegicus casein kinase 1, epsilon (Csnk1e

TC0700003539.r	59,66199
TC0700003552.r	185,7296
TC0700003587.r	147,4808
TC0700003601.r	75,87451
TC0700003618.r	32,43927
TC0700003624.r	525,5605
TC0700003691.r	120,1288
TC0700003695.r	202,0936
TC0700003744.r	4825,972
TC0700003832.r	149,0817
TC0700003855.r	112531,6
TC0700003861.r	173,7636

376,5381
563,3501
785,2931
193,3346
92,88087
1199,75
247,86
676,3721
13100,99
346,5279
284205,6
394,6082

0,158448747
0,329687702
0,187803509
0,392451791
0,349256741
0,438058345
0,484663923
0,298790562
0,368366971
0,430215576
0,395951382
0,440344625

-2,657911847 2Down
-1,600828021 2Down
-2,412704074 2Down
-1,349412652 2Down
-1,517640132 2Down
-1,190805058 2Down
-1,044943398 2Down
-1,742793516 2Down
-1,440784385 2Down
-1,216868337 2Down
-1,3366048 2Down
-1,183295038 2Down

ENSRNOT00000 Mkl1
NM_001244855 Rangap1 NM_001130568 Rrp7a NM_001135922 Ttll12 ENSRNOT00000 Ldoc1l
NM_001004242 Arhgap8 NM_001108749 Dennd6b NM_001271173 Sbf1 NM_001100887 Gxylt1 ENSRNOT00000 Senp1 NM_001013222 Rnd1 ENSRNOT00000 Kmt2d

megakaryoblasti ENSRNOT00000 ENSEMBL RAN GTPase ac NM_001244855 RefSeq ribosomal RNA p NM_001130568 RefSeq tubulin tyrosine li NM_001135922 RefSeq leucine zipper, d ENSRNOT00000 ENSEMBL Rho GTPase act NM_001004242 RefSeq DENN/MADD do NM_001108749 RefSeq
SET binding fact NM_001271173 RefSeq glucoside xylosyl NM_001100887 RefSeq SUMO1/sentrin s ENSRNOT00000 ENSEMBL
Rho family GTPa NM_001013222 RefSeq lysine (K)-specifi ENSRNOT00000 ENSEMBL

megakaryoblastic leukemia (translocation) 1 [gene_ Rattus norvegicus RAN GTPase activating protein 1 Rattus norvegicus ribosomal RNA processing 7 hom Rattus norvegicus tubulin tyrosine ligase-like family, leucine zipper, down-regulated in cancer 1-like [gen Rattus norvegicus Rho GTPase activating protein 8 Rattus norvegicus DENN/MADD domain containing Rattus norvegicus SET binding factor 1 (Sbf1), mRN Rattus norvegicus glucoside xylosyltransferase 1 (G SUMO1/sentrin specific peptidase 1 [gene_biotype: Rattus norvegicus Rho family GTPase 1 (Rnd1), mR lysine (K)-specific methyltransferase 2D

TC0700003867.r	18838,11
TC0700003876.r	32,43573

38834,94
72,39898

0,485081476
0,448013632

-1,043701008 2Down
-1,158385463 2Down

NM_001044270 Tuba1b NM_001013106 Mcrs1

tubulin, alpha 1B NM_001044270 RefSeq microspherule pr NM_001013106 RefSeq

Rattus norvegicus tubulin, alpha 1B (Tuba1b), mRN Rattus norvegicus microspherule protein 1 (Mcrs1),

TC0700003885.r	12,83687

30,62258

0,419196227

-1,254302363 2Down

NM_144756

Faim2

Fas apoptotic inh NM_144756

RefSeq

Rattus norvegicus Fas apoptotic inhibitory molecule

TC0700003891.r	114,7483

245,3834

0,467628617

-1,096564875 2Down

NM_001108993 Cers5

ceramide syntha NM_001108993 RefSeq

Rattus norvegicus ceramide synthase 5 (Cers5), mR

TC0700003905.r	1607,995

9535,906

0,168625299

-2,568107094 2Down

NM_013173

Slc11a2

solute carrier famNM_013173

RefSeq

Rattus norvegicus solute carrier family 11 (proton-co

TC0700003910.r	376,2119

768,3033

0,489665865

-1,030130467 2Down

NM_001134714 Tfcp2

transcription fact NM_001134714 RefSeq

Rattus norvegicus transcription factor CP2 (Tfcp2),

TC0700003958.r	24784,73

64974,03

0,381455945

-1,390411648 2Down

NM_199370

Krt8

keratin 8, type II NM_199370

RefSeq

Rattus norvegicus keratin 8, type II (Krt8), mRNA.

TC0700003968.r	19,43814

60,29949

0,32235994

-1,633255623 2Down

NM_001135249 Rarg

retinoic acid rece NM_001135249 RefSeq

Rattus norvegicus retinoic acid receptor, gamma (R

TC0700003975.r	1341,291
TC0700004001.r	1290,648

3151,219
7339,33

0,42564195
0,175853654

-1,232287749 2Down
-2,507552781 2Down

NM_001108115 NM_001108118

Atf7 Itga5

activating transcr NM_001108115 integrin, alpha 5 NM_001108118

RefSeq RefSeq

Rattus norvegicus activating transcription factor 7 (A Rattus norvegicus integrin, alpha 5 (fibronectin rece

TC0700004033.r	64,66675

137,7072

0,469595998

-1,090507982 2Down

mRNARGD6490 LOC100911761 apolipoprotein L3 mRNARGD6490 Rat Genome Dat apolipoprotein L3-like

TC0700004039.r	2498,964

15911,52

0,157053757

-2,670669637 2Down

NM_001008379 Prr13

proline rich 13

NM_001008379 RefSeq

Rattus norvegicus proline rich 13 (Prr13), mRNA.

TC0700004043.r	41803,04
TC0700004049.r	25,37193
TC0800000140.r	2909,148
TC0800000154.r	9,363902
TC0800000210.r	516,9974
TC0800000320.r	24,33121
TC0800000333.r	148,028

98414,43
58,3923
7560,485
25,43125
1650,017
204,5247
316,9095

0,424765352
0,434508146
0,384783251
0,368204551
0,313328529
0,118964653
0,467098651

-1,235262004 2Down
-1,202544871 2Down
-1,377882091 2Down
-1,441420635 2Down
-1,674251958 2Down
-3,071395112 2Down
-1,098200816 2Down

NM_001004206 Pa2g4 NM_001009967 Pip5k1c
NM_001108128 Chordc1 ENSRNOT00000 Olfr829 NM_001011980 Ppan ENSRNOT00000 Prdm10 ENSRNOT00000 Arhgap32

proliferation-asso NM_001004206 RefSeq phosphatidylinos NM_001009967 RefSeq cysteine and hist NM_001108128 RefSeq olfactory recepto ENSRNOT00000 ENSEMBL peter pan homol NM_001011980 RefSeq PR domain conta ENSRNOT00000 ENSEMBL Rho GTPase act ENSRNOT00000 ENSEMBL

Rattus norvegicus proliferation-associated 2G4 (Pa2 Rattus norvegicus phosphatidylinositol-4-phosphate Rattus norvegicus cysteine and histidine-rich domai olfactory receptor 829
Rattus norvegicus peter pan homolog (Drosophila) ( PR domain containing 10 [gene_biotype:protein_cod Rho GTPase activating protein 32 [gene_biotype:pr

TC0800000344.r	1157,913
TC0800000373.r	75,15965

3245,684
176,0167

0,356754693
0,427002949

-1,486995686 2Down
-1,227682061 2Down

NM_012555 NM_017358

Ets1 Cdon

v-ets avian eryth NM_012555 cell adhesion ass NM_017358

RefSeq RefSeq

Rattus norvegicus v-ets avian erythroblastosis virus Rattus norvegicus cell adhesion associated, oncoge

TC0800000466.r	19,07832

44,96047

0,424335422

-1,236722981 2Down

mRNARGD2432 Olr1247

ENCODES a pro mRNARGD2432 Rat Genome Dat ENCODES a protein that exhibits olfactory receptor

TC0800000472.r	2682,686

6655,203

0,403096044

-1,310804471 2Down

mRNARGD7568 LOC102549510 von Willebrand famRNARGD7568 Rat Genome Dat von Willebrand factor A domain-containing protein 5

TC0800000551.r	38,89037

123,395

0,315169739

-1,665799072 2Down

NM_053774

Usp2

ubiquitin specific NM_053774

RefSeq

Rattus norvegicus ubiquitin specific peptidase 2 (Us

TC0800000571.r	84,51798
TC0800000590.r	11,00935
TC0800000681.r	136,3936
TC0800000716.r	67,20744
TC0800000747.r	346,1973
TC0800000781.r	235,3768

438,3021
37,10671
339,1113
188,8756
811,4675
621,9451

0,192830424
0,296694318
0,40220895
0,355829128
0,426631134
0,378452696

-2,374595399 2Down
-1,752950799 2Down
-1,313982909 2Down
-1,490743482 2Down
-1,228938842 2Down
-1,40181511 2Down

NM_001106817 Bcl9l ENSRNOT00000 Amica1 NM_001025418 Ppp2r1b NM_001025123 Kdelc2 NM_001037770 Fbxo22 NM_001108761 Sin3a

B-cell CLL/lymph NM_001106817 RefSeq adhesion molecu ENSRNOT00000 ENSEMBL protein phosphat NM_001025418 RefSeq KDEL (Lys-Asp- NM_001025123 RefSeq
F-box protein 22 NM_001037770 RefSeq SIN3 transcriptio NM_001108761 RefSeq

Rattus norvegicus B-cell CLL/lymphoma 9-like (Bcl9 adhesion molecule, interacts with CXADR antigen 1 Rattus norvegicus protein phosphatase 2, regulatory Rattus norvegicus KDEL (Lys-Asp-Glu-Leu) containi Rattus norvegicus F-box protein 22 (Fbxo22), mRNA Rattus norvegicus SIN3 transcription regulator famil

TC0800000884.r	7575,829

19572,01

0,387074654

-1,369316253 2Down

NM_012903

Anp32a

acidic (leucine-ri NM_012903

RefSeq

Rattus norvegicus acidic (leucine-rich) nuclear phos

TC0800000926.r	10448,44

24373,19

0,428685781

-1,222007528 2Down

ENSRNOT00000 Dennd4a

DENN/MADD do ENSRNOT00000 ENSEMBL

DENN/MADD domain containing 4A [gene_biotype:

TC0800000958.r	682,7585

1907,128

0,358003501

-1,481954401 2Down

NM_022288

Csnk1g1

casein kinase 1, NM_022288

RefSeq

Rattus norvegicus casein kinase 1, gamma 1 (Csnk

TC0800000964.r	230,4282

561,9115

0,410079167

-1,286025641 2Down

NM_001013109 Dapk2

death-associated NM_001013109 RefSeq

Rattus norvegicus death-associated protein kinase 2

TC0800001028.r	1404,175
TC0800001041.r	821,7345

3097,084
3158,767

0,453386153
0,260144069

-1,141187765 2Down
-1,94261728 2Down

NM_019905 NM_173101

Anxa2 Myo1e

annexin A2 myosin IE

NM_019905 NM_173101

RefSeq RefSeq

Rattus norvegicus annexin A2 (Anxa2), mRNA. Rattus norvegicus myosin IE (Myo1e), mRNA.

TC0800001050.r	142,5491

452,4377

0,315069014

-1,666260218 2Down

NM_019254

Adam10

ADAM metallope NM_019254

RefSeq

Rattus norvegicus ADAM metallopeptidase domain

TC0800001181.r

864,4142

1990,574

0,434253738

-1,203389828 2Down

ENSRNOT00000 Myo6

myosin VI

ENSRNOT00000 ENSEMBL

myosin VI [gene_biotype:protein_coding transcript_b

TC0800001232.r	138,3078

404,7611

0,341702303

-1,549188124 2Down

NM_031807

Tpbg

trophoblast glyco NM_031807

RefSeq

Rattus norvegicus trophoblast glycoprotein (Tpbg),

TC0800001307.r	1406,898

3869,211

0,363613667

-1,459521668 2Down

mRNARGD6492 LOC100911537 ENCODES a pro mRNARGD6492 Rat Genome Dat ENCODES a protein that exhibits poly(A) RNA bindi

TC0800001326.r	1043,15

3605,214

0,289344821

-1,789138273 2Down

ENSRNOT00000 Xrn1

5-3 exoribonucle ENSRNOT00000 ENSEMBL

5'-3' exoribonuclease 1-like [gene_biotype:protein_c

TC0800001355.r	534,5519
TC0800001424.r	7398,347

1122,747
32989,29

0,476110736
0,224265118

-1,070630935 2Down
-2,156722855 2Down

NM_012733 NM_022667

Rbp1 Slco2a1

retinol binding pr NM_012733 solute carrier org NM_022667

RefSeq RefSeq

Rattus norvegicus retinol binding protein 1, cellular ( Rattus norvegicus solute carrier organic anion trans

TC0800001462.r	1287,252

6158,66

0,209014948

-2,258321972 2Down

NM_001191798 Vprbp

Vpr (HIV-1) bindi NM_001191798 RefSeq

Rattus norvegicus Vpr (HIV-1) binding protein (Vprb

TC0800001468.r	3827,679
TC0800001507.r	1016,166

8487,986
2145,152

0,450952558
0,473703495

-1,14895243 2Down
-1,077943778 2Down

ENSRNOT00000 Wdr82 NM_001007754 Rassf1

WD repeat doma ENSRNOT00000 ENSEMBL Ras association NM_001007754 RefSeq

WD repeat domain 82 [gene_biotype:protein_coding Rattus norvegicus Ras association (RalGDS/AF-6) d

TC0800001509.r	112,0359

277,2187

0,40414265

-1,307063485 2Down

NM_172040

Hyal2

hyaluronoglucos NM_172040

RefSeq

Rattus norvegicus hyaluronoglucosaminidase 2 (Hy

TC0800001523.r	19,73879

49,71278

0,397056652

-1,332583228 2Down

NM_001024788 Actl11

actin-like 11

NM_001024788 RefSeq

Rattus norvegicus actin-like 11 (Actl11), mRNA.

TC0800001528.r	123,7352
TC0800001577.r	21899,89
TC0800001583.r	692,8181

272,4214
64440,64
1502,32

0,45420514
0,339845942
0,461165464

-1,138584064 2Down
-1,557047199 2Down
-1,116643619 2Down

NM_001106856 Uba7 NM_001024278 Map4
NM_001106861 Smarcc1

ubiquitin-like mo NM_001106856 RefSeq microtubule-asso NM_001024278 RefSeq SWI/SNF related NM_001106861 RefSeq

Rattus norvegicus ubiquitin-like modifier activating e Rattus norvegicus microtubule-associated protein 4 Rattus norvegicus SWI/SNF related, matrix associat

TC0800001643.r	131,2623

568,7288

0,23079946

-2,115288246 2Down

NM_053722

Clasp2

cytoplasmic linke NM_053722

RefSeq

Rattus norvegicus cytoplasmic linker associated pro

TC0800001739.r	13,77556
TC0800001744.r	511,665
TC0800001830.r	241,4124

52,24691
1238,95
510,9282

0,263662674
0,412982768
0,472497701

-1,923234747 2Down
-1,275846511 2Down
-1,081620784 2Down

NM_001106866 Exog NM_001135895 Wdr48 NM_001100725 Exosc7

endo/exonucleas NM_001106866 RefSeq WD repeat doma NM_001135895 RefSeq exosome compo NM_001100725 RefSeq

Rattus norvegicus endo/exonuclease (5-3), endonuc Rattus norvegicus WD repeat domain 48 (Wdr48), m Rattus norvegicus exosome component 7 (Exosc7),

TC0800001839.r	158,5059
TC0800001898.r	358,3029
TC0800001899.r	204,0808

363,2027
860,3866
1087,299

0,436411679
0,416444073
0,187695197

-1,196238385 2Down
-1,263805335 2Down
-2,413536362 2Down

NM_001112737 NM_021752 NM_023987

Limd1 Birc2 Birc3

LIM domains con NM_001112737 baculoviral IAP r NM_021752 baculoviral IAP r NM_023987

RefSeq RefSeq RefSeq

Rattus norvegicus LIM domains containing 1 (Limd1 Rattus norvegicus baculoviral IAP repeat-containing Rattus norvegicus baculoviral IAP repeat-containing

TC0800001960.r	91,94093

237,3964

0,387288645

-1,368518893 2Down

NM_001106801 Med17

mediator comple NM_001106801 RefSeq

Rattus norvegicus mediator complex subunit 17 (Me

TC0800002056.r	193,0776

1121,659

0,172135738

-2,538381439 2Down

NM_017192

S1pr2

sphingosine-1-ph NM_017192

RefSeq

Rattus norvegicus sphingosine-1-phosphate recepto

TC0800002062.r	23,35876
TC0800002070.r	40,2516
TC0800002085.r	32,78022

59,28311
96,58362
84,38978

0,394020489
0,416753897
0,388438268

-1,343657443 2Down
-1,262732406 2Down
-1,364242755 2Down

NM_001013939 Raver1 ENSRNOT00000 Kri1 NM_001270413 Kank2

ribonucleoprotein NM_001013939 RefSeq KRI1 homolog (S ENSRNOT00000 ENSEMBL
KN motif and ank NM_001270413 RefSeq

Rattus norvegicus ribonucleoprotein, PTB-binding 1 KRI1 homolog (S. cerevisiae)
Rattus norvegicus KN motif and ankyrin repeat dom

TC0800002211.r

48,12584

236,3674

0,203606081

-2,296147444 2Down

ENSRNOT00000 Tirap

toll-interleukin 1 r ENSRNOT00000 ENSEMBL

toll-interleukin 1 receptor (TIR) domain-containing a

TC0800002214.r	64,37781
TC0800002375.r	871,1383
TC0800002405.r	280,305
TC0800002425.r	87,20277
TC0800002443.r	364,276
TC0800002609.r	3565,976
TC0800002616.r	21,39282
TC0800002625.r	324,9273

132,8615
4290,071
781,0298
322,0342
1154,869
10068,69
54,40427
774,2506

0,48454827
0,20305918
0,358891556
0,270787295
0,315426252
0,354164842
0,393219503
0,419666837

-1,045287702 2Down
-2,300027843 2Down
-1,478380116 2Down
-1,884768042 2Down
-1,664625359 2Down
-1,497507093 2Down
-1,346593217 2Down
-1,252683634 2Down

NM_001025283 Fam118b NM_001014090 Oaf NM_001108138 Vps11 ENSRNOT00000 Kmt2a ENSRNOT00000 Cep164 NM_001108149 Peak1 NM_001108151 Odf3l1 NM_001025011 RGD1305464

family with seque NM_001025283 RefSeq out at first homol NM_001014090 RefSeq vacuolar protein NM_001108138 RefSeq lysine (K)-specifi ENSRNOT00000 ENSEMBL centrosomal prot ENSRNOT00000 ENSEMBL pseudopodium-e NM_001108149 RefSeq outer dense fiber NM_001108151 RefSeq similar to human NM_001025011 RefSeq

Rattus norvegicus family with sequence similarity 11 Rattus norvegicus out at first homolog (Oaf), mRNA. Rattus norvegicus vacuolar protein sorting 11 homol lysine (K)-specific methyltransferase 2A [gene_bioty centrosomal protein 164 [gene_biotype:protein_codi Rattus norvegicus pseudopodium-enriched atypical Rattus norvegicus outer dense fiber of sperm tails 3 Rattus norvegicus similar to human chromosome 15

TC0800002629.r	38,04318

78,80585

0,482745634

-1,050664884 2Down

NM_031726

Scamp5

secretory carrier NM_031726

RefSeq

Rattus norvegicus secretory carrier membrane prote

TC0800002648.r	119,8846

410,4961

0,292048085

-1,775722169 2Down

ENSRNOT00000 Pml

promyelocytic leuENSRNOT00000 ENSEMBL

promyelocytic leukemia [gene_biotype:protein_codin

TC0800002658.r	1182,485

6936,277

0,170478342

-2,552339631 2Down

NM_182824

Cd276

Cd276 molecule NM_182824

RefSeq

Rattus norvegicus Cd276 molecule (Cd276), mRNA

TC0800002710.r	1244,96
TC0800002727.r	695,3176

2832,479
6630,099

0,439530178
0,104872883

-1,18596587 2Down
-3,2532864 2Down

ENSRNOT00000 Glce NM_001106829 Pias1

glucuronic acid e ENSRNOT00000 ENSEMBL protein inhibitor o NM_001106829 RefSeq

glucuronic acid epimerase [gene_biotype:protein_co Rattus norvegicus protein inhibitor of activated STAT

TC0800002735.r	93,10159

342,7958

0,271594897

-1,880471722 2Down

NM_013095

Smad3

SMAD family me NM_013095

RefSeq

Rattus norvegicus SMAD family member 3 (Smad3)

TC0800002755.r	1832,062

3827,871

0,478611218

-1,063073884 2Down

NM_001135712 Tmem185a

transmembrane

NM_001135712 RefSeq

Rattus norvegicus transmembrane protein 185A (Tm

TC0800002792.r	86,67007

285,7103

0,303349477

-1,720947272 2Down

NM_053411

Snx1

sorting nexin 1

NM_053411

RefSeq

Rattus norvegicus sorting nexin 1 (Snx1), mRNA.

TC0800002796.r	667,9562

2813,319

0,237426399

-2,074447739 2Down

NM_001025424 Usp3

ubiquitin specific NM_001025424 RefSeq

Rattus norvegicus ubiquitin specific peptidase 3 (Us

TC0800002806.r	1748,875

8062,89

0,216904237

-2,204869863 2Down

NM_153317

Rab8b

RAB8B, member NM_153317

RefSeq

Rattus norvegicus RAB8B, member RAS oncogene

TC0800002914.r	59,60785
TC0800002969.r	16,38633
TC0800003035.r	35,03094

123,0459
45,57136
144,2098

0,484435889
0,359575181
0,242916501

-1,045622344 2Down
-1,475634652 2Down
-2,041467602 2Down

NM_001108166 Pigb NM_001014268 Lrrc1 NM_001013954 Lca5

phosphatidylinos NM_001108166 RefSeq leucine rich repe NM_001014268 RefSeq Leber congenital NM_001013954 RefSeq

Rattus norvegicus phosphatidylinositol glycan ancho Rattus norvegicus leucine rich repeat containing 1 (L Rattus norvegicus Leber congenital amaurosis 5 (Lc

TC0800003059.r	1153,344

3502,476

0,329293905

-1,602552285 2Down

NM_012600

Me1

malic enzyme 1, NM_012600

RefSeq

Rattus norvegicus malic enzyme 1, NADP(+)-depen

TC0800003069.r	39,27922
TC0800003086.r	1485,603

86,14805
3218,818

0,455950193
0,461536813

-1,13305186 2Down
-1,115482372 2Down

NM_001277060 Cep162
ENSRNOT00000 Syncrip

centrosomal prot NM_001277060 RefSeq synaptotagmin bi ENSRNOT00000 ENSEMBL

Rattus norvegicus centrosomal protein 162 (Cep162 synaptotagmin binding, cytoplasmic RNA interacting

TC0800003109.r	41,88413
TC0800003155.r	461,8163
TC0800003180.r	84,55506
TC0800003184.r	30,4674
TC0800003289.r	112,0422
TC0800003314.r	1925,344

96,65803
1091,298
188,0764
87,18948
4447,104
7624,712

0,433322819
0,423180744
0,449578256
0,349438946
0,025194419
0,252513669

-1,206485885 2Down
-1,240654112 2Down
-1,153355832 2Down
-1,516887685 2Down
-5,310752022 2Down
-1,985566611 2Down

NM_001108175 Tbc1d2b ENSRNOT00000 U2surp NM_001105724 Rasa2 NM_001012471 Zbtb38 NM_001134901 Acpp
NM_001109449 Glyctk

TBC1 domain fa NM_001108175 RefSeq U2 snRNP-assoc ENSRNOT00000 ENSEMBL
RAS p21 protein NM_001105724 RefSeq zinc finger and B NM_001012471 RefSeq acid phosphatas NM_001134901 RefSeq glycerate kinase NM_001109449 RefSeq

Rattus norvegicus TBC1 domain family, member 2B U2 snRNP-associated SURP domain containing [ge Rattus norvegicus RAS p21 protein activator 2 (Ras Rattus norvegicus zinc finger and BTB domain cont Rattus norvegicus acid phosphatase, prostate (Acpp Rattus norvegicus glycerate kinase (Glyctk), mRNA.

TC0800003316.r	1437,851

5116,17

0,281040505

-1,831150021 2Down

NM_024484

Alas1

5-aminolevulinat NM_024484

RefSeq

Rattus norvegicus 5-aminolevulinate synthase 1 (Al

TC0800003322.r	2860,761
TC0800003337.r	261,7721
TC0800003359.r	160,6404

11230,22
799,8751
428,6825

0,254737752
0,327266219
0,374730482

-1,972915311 2Down
-1,6114634 2Down
-1,416074757 2Down

NM_001008328 Parp3
NM_001012127 Mapkapk3 NM_001108186 Rbm6

poly (ADP-ribose NM_001008328 RefSeq mitogen-activate NM_001012127 RefSeq RNA binding mot NM_001108186 RefSeq

Rattus norvegicus poly (ADP-ribose) polymerase fa Rattus norvegicus mitogen-activated protein kinase- Rattus norvegicus RNA binding motif protein 6 (Rbm

TC0800003372.r	15011,45

34212,75

0,438767711

-1,188470734 2Down

NM_053697

Dag1

dystroglycan 1 (d NM_053697

RefSeq

Rattus norvegicus dystroglycan 1 (dystrophin-assoc

TC0800003407.r	56,60591

122,8092

0,460925647

-1,117394049 2Down

NM_001013249 Dhx30

DEAH (Asp-Glu- NM_001013249 RefSeq

Rattus norvegicus DEAH (Asp-Glu-Ala-His) box heli

TC0800003415.r	49,84834

128,9724

0,386503934

-1,371444996 2Down

ENSRNOT00000 LOC100911807 ATR-interacting p ENSRNOT00000 ENSEMBL

ATR-interacting protein-like [gene_biotype:protein_c

TC0800003420.r	312,2505

1587,732

0,196664487

-2,346191627 2Down

NM_057204

Ptpn23

protein tyrosine p NM_057204

RefSeq

Rattus norvegicus protein tyrosine phosphatase, no

TC0800003421.r	185,84
TC0800003434.r	519,8397
TC0800003436.r	22,13062
TC0800003541.r	309,2837

1996,99
5731,721
265,0282
914,1859

0,093060055
0,090695221
0,083502888
0,338315981

-3,425694144 2Down
-3,462829665 2Down
-3,582030101 2Down
-1,563556766 2Down

ENSRNOT00000 Klhl18 NM_001108190 Rtp3 NM_001108191 Ccrl2 NM_001108194 Oxsr1

kelch-like family ENSRNOT00000 ENSEMBL receptor (chemo NM_001108190 RefSeq chemokine (C-C NM_001108191 RefSeq oxidative-stress r NM_001108194 RefSeq

kelch-like family member 18 [gene_biotype:protein_ Rattus norvegicus receptor (chemosensory) transpo Rattus norvegicus chemokine (C-C motif) receptor-li Rattus norvegicus oxidative-stress responsive 1 (Ox

TC0800003545.r	1937,746

4859,248

0,398774872

-1,32635359 2Down

NM_198130

Myd88

myeloid differenti NM_198130

RefSeq

Rattus norvegicus myeloid differentiation primary re

TC0800003614.r	220,0293
TC0800003642.r	1285,745
TC0800003650.r	143,234
TC0800003661.r	2090,744
TC0800003670.r	2864,035
TC0800003692.r	473,1698

569,6691
2788,38
292,2857
5051,333
7744,666
1319,465

0,386240539
0,461108242
0,490047922
0,41389946
0,369807426
0,358607314

-1,372428502 2Down
-1,116822642 2Down
-1,029005256 2Down
-1,272647729 2Down
-1,435153899 2Down
-1,47952318 2Down

NM_001191802 Zfp445 NM_001030041 Carm1 NM_001137646 Zfp259 NM_001134532 Qrich1 NM_001034002 Yap1 NM_001134520 Rad54l2

zinc finger protei NM_001191802 RefSeq coactivator-asso NM_001030041 RefSeq zinc finger protei NM_001137646 RefSeq glutamine-rich 1 NM_001134532 RefSeq yes-associated p NM_001034002 RefSeq RAD54-like 2 (S. NM_001134520 RefSeq

Rattus norvegicus zinc finger protein 445 (Zfp445), Rattus norvegicus coactivator-associated arginine m Rattus norvegicus zinc finger protein 259 (Zfp259), Rattus norvegicus glutamine-rich 1 (Qrich1), mRNA. Rattus norvegicus yes-associated protein 1 (Yap1), Rattus norvegicus RAD54-like 2 (S. cerevisiae) (Rad

TC0900000077.r	191,0174

385,1716

0,495928049

-1,011797271 2Down

NM_199399

Gpr108

G protein-couple NM_199399

RefSeq

Rattus norvegicus G protein-coupled receptor 108 (

TC0900000092.r	82,57684

288,5709

0,28615789

-1,805116707 2Down

NM_001106876 Mllt1

myeloid/lymphoidNM_001106876 RefSeq

Rattus norvegicus myeloid/lymphoid or mixed-lineag

TC0900000164.r	186,6274

618,2744

0,301852058

-1,728086458 2Down

NM_012865

Nfya

nuclear transcrip NM_012865

RefSeq

Rattus norvegicus nuclear transcription factor-Y alph

TC0900000177.r	121,0191
TC0900000188.r	138,7889
TC0900000210.r	2713,681
TC0900000234.r	560,7709
TC0900000235.r	547,5079

321,4115
379,1176
8015,609
1135,215
1584,952

0,376523864
0,366084033
0,338549572
0,493977705
0,345441313

-1,409186788 2Down
-1,449753244 2Down
-1,562560998 2Down
-1,017482167 2Down
-1,533487463 2Down

NM_001108788 Foxp4 NM_001108197 Taf8 ENSRNOT00000 Rpl7l1 NM_001108203 Tjap1 NM_001008330 Polr1c

forkhead box P4 NM_001108788 RefSeq TAF8 RNA polym NM_001108197 RefSeq ribosomal protein ENSRNOT00000 ENSEMBL tight junction ass NM_001108203 RefSeq polymerase (RN NM_001008330 RefSeq

Rattus norvegicus forkhead box P4 (Foxp4), mRNA. Rattus norvegicus TAF8 RNA polymerase II, TATA b ribosomal protein L7-like 1 [gene_biotype:protein_co Rattus norvegicus tight junction associated protein 1 Rattus norvegicus polymerase (RNA) I polypeptide

TC0900000256.r	240,0453

1021,621

0,234965119

-2,089481492 2Down

NM_053527

Cdc5l

cell division cycle NM_053527

RefSeq

Rattus norvegicus cell division cycle 5-like (Cdc5l),

TC0900000285.r	229,3262

491,6534

0,466438755

-1,100240431 2Down

mRNARGD7498 LOC100911959 ENCODES a pro mRNARGD7498 Rat Genome Dat ENCODES a protein that exhibits cysteine-type pept

TC0900000300.r	21993,57

104331,2

0,210805301

-2,24601695 2Down

NM_181475

Cd2ap

CD2-associated NM_181475

RefSeq

Rattus norvegicus CD2-associated protein (Cd2ap),

TC0900000344.r	51,33648

140,6288

0,365049549

-1,453835798 2Down

NM_001014099 Paqr8

progestin and ad NM_001014099 RefSeq

Rattus norvegicus progestin and adipoQ receptor fa

TC0900000425.r	135,8938

341,5721

0,397848068

-1,329710503 2Down

mRNARGD7638 LOC102551518 uncharacterized mRNARGD7638 Rat Genome Dat uncharacterized LOC102551518

TC0900000520.r	100,1913
TC0900000530.r	176,696

499,2397
614,414

0,200687766
0,287584593

-2,316975424 2Down
-1,797941709 2Down

NM_001108214 Npas2 NM_001106904 Map4k4

neuronal PAS do NM_001108214 RefSeq mitogen-activate NM_001106904 RefSeq

Rattus norvegicus neuronal PAS domain protein 2 ( Rattus norvegicus mitogen-activated protein kinase

TC0900000535.r	38293,06

119846,1

0,319518616

-1,646028106 2Down

NM_013123

Il1r1

interleukin 1 rece NM_013123

RefSeq

Rattus norvegicus interleukin 1 receptor, type I (Il1r1

TC0900000617.r	443,4045

3350,03

0,132358367

-2,917478698 2Down

NM_001012131 Inpp1

inositol polyphos NM_001012131 RefSeq

Rattus norvegicus inositol polyphosphate-1-phospha

TC0900000621.r	952,8862

2330,603

0,408858223

-1,29032744 2Down

NM_022856

Nab1

Ngfi-A binding pr NM_022856

RefSeq

Rattus norvegicus Ngfi-A binding protein 1 (Nab1), m

TC0900000710.r	25827,77

60166,89

0,429268822

-1,220046702 2Down

NM_001033864 Cflar

CASP8 and FAD NM_001033864 RefSeq

Rattus norvegicus CASP8 and FADD-like apoptosis

TC0900000713.r	124,5458

317,9604

0,391702237

-1,352170727 2Down

NM_022277

Casp8

caspase 8

NM_022277

RefSeq

Rattus norvegicus caspase 8 (Casp8), mRNA.

TC0900000734.r	6902,508

15733,97

0,438700976

-1,188690178 2Down

NM_021754

Nop58

NOP58 ribonucle NM_021754

RefSeq

Rattus norvegicus NOP58 ribonucleoprotein (Nop58

TC0900000782.r	29,0773

86,80064

0,334989466

-1,577812367 2Down

NM_030869

Nrp2

neuropilin 2

NM_030869

RefSeq

Rattus norvegicus neuropilin 2 (Nrp2), mRNA.

TC0900000802.r	228,0393

741,4411

0,307562259

-1,701049612 2Down

NM_031017

Creb1

cAMP responsiv NM_031017

RefSeq

Rattus norvegicus cAMP responsive element bindin

TC0900000864.r	14,79378

37,38462

0,395718346

-1,337454142 2Down

NM_001109574 Tmem169

transmembrane

NM_001109574 RefSeq

Rattus norvegicus transmembrane protein 169 (Tme

TC0900000865.r	111,2699

225,5716

0,493279739

-1,019522063 2Down

NM_177419

Xrcc5

X-ray repair com NM_177419

RefSeq

Rattus norvegicus X-ray repair complementing defe

TC0900000901.r	1292,582
TC0900001015.r	195,2279

2852,389
904,431

0,453157686
0,215857152

-1,141914939 2Down
-2,211851199 2Down

NM_001009357 Rqcd1 NM_001012133 Sp140

Rcd1 required fo NM_001009357 RefSeq SP140 nuclear b NM_001012133 RefSeq

Rattus norvegicus Rcd1 required for cell differentiati Rattus norvegicus SP140 nuclear body protein (Sp1

TC0900001043.r	4508,881

9815,936

0,45934295

-1,122356408 2Down

NM_031978

Psmd1

proteasome 26S NM_031978

RefSeq

Rattus norvegicus proteasome 26S subunit, non-AT

TC0900001078.r	1018,052

2641,556

0,385398606

-1,375576742 2Down

ENSRNOT00000 Gigyf2

Protein LOC1003ENSRNOT00000 ENSEMBL

Protein LOC100362458

TC0900001102.r

97,89214

219,1699

0,446649563

-1,162784745 2Down

NM_022693

Sh3bp4

SH3-domain bindNM_022693

RefSeq

Rattus norvegicus SH3-domain binding protein 4 (S

TC0900001128.r TC0900001153.r TC0900001189.r

8918,57
697,5703
259,3619

28124,52
1413,149
698,7692

0,317110123
0,493628273
0,371169622

-1,656944161 2Down
-1,018503067 2Down
-1,429849455 2Down

NM_001014269 Lrrfip1 NM_001009825 Ppp1r7 NM_001108810 Ing5

leucine rich repe NM_001014269 RefSeq protein phosphat NM_001009825 RefSeq inhibitor of growt NM_001108810 RefSeq

Rattus norvegicus leucine rich repeat (in FLII) intera Rattus norvegicus protein phosphatase 1, regulatory Rattus norvegicus inhibitor of growth family, membe

TC0900001274.r	111,3678
TC0900001277.r	484,7316
TC0900001325.r	62,15641

292,6118
1006,561
373,1144

0,380599142
0,481572006
0,166588076

-1,393655786 2Down
-1,054176565 2Down
-2,585642956 2Down

NM_080907 NM_001108811 NM_172325

Ppp4r1 Twsg1 Zfp161

protein phosphat NM_080907 twisted gastrulati NM_001108811 zinc finger protei NM_172325

RefSeq RefSeq RefSeq

Rattus norvegicus protein phosphatase 4, regulatory Rattus norvegicus twisted gastrulation BMP signalin Rattus norvegicus zinc finger protein 161 (Zfp161),

TC0900001352.r	38,72486

77,53905

0,499423968

-1,001663036 2Down

NM_001191814 Mettl4

methyltransferas NM_001191814 RefSeq

Rattus norvegicus methyltransferase like 4 (Mettl4),

TC0900001401.r	145,2531

662,8517

0,219133631

-2,190117178 2Down

mRNARGD7511 LOC100912052 mRNA-decappin mRNARGD7511 Rat Genome Dat mRNA-decapping enzyme 2-like

TC0900001402.r	421,1399

1668,757

0,252367421

-1,986402416 2Down

ENSRNOT00000 ---

Uncharacterized ENSRNOT00000 ENSEMBL

Uncharacterized protein

TC0900001442.r	63,37302

150,4607

0,421193175

-1,247446034 2Down

NM_053920

Trip10

thyroid hormone NM_053920

RefSeq

Rattus norvegicus thyroid hormone receptor interact

TC0900001463.r	195,5946
TC0900001477.r	968,8329
TC0900001480.r	413,9957
TC0900001504.r	596,7029
TC0900001573.r	647,1428

651,2346
2390,189
4091,621
2176,309
1389,061

0,3003443
0,40533736
0,101181341
0,274181148
0,465885084

-1,735310811 2Down
-1,302804939 2Down
-3,304984829 2Down
-1,866798716 2Down
-1,101953955 2Down

ENSRNOT00000 Ranbp3 NM_001025706 Fem1a ENSRNOT00000 Tnfaip8l1 NM_001106881 Mocs1 ENSRNOT00000 Zfp318

RAN binding pro ENSRNOT00000 ENSEMBL fem-1 homolog a NM_001025706 RefSeq tumor necrosis fa ENSRNOT00000 ENSEMBL molybdenum cof NM_001106881 RefSeq zinc finger protei ENSRNOT00000 ENSEMBL

RAN binding protein 3 [gene_biotype:protein_coding Rattus norvegicus fem-1 homolog a (C. elegans) (Fe tumor necrosis factor, alpha-induced protein 8-like 1 Rattus norvegicus molybdenum cofactor synthesis 1 zinc finger protein 318 [gene_biotype:protein_coding

TC0900001583.r	347,634

721,565

0,481777802

-1,053560171 2Down

NM_001108789 Xpo5

exportin 5

NM_001108789 RefSeq

Rattus norvegicus exportin 5 (Xpo5), mRNA.

TC0900001658.r	45,86488

95,66519

0,479431233

-1,060604197 2Down

ENSRNOT00000 Spsb2

splA/ryanodine r ENSRNOT00000 ENSEMBL

splA/ryanodine receptor domain and SOCS box con

TC0900001703.r	146,9514

1911,682

0,076870212

-3,701431549 2Down

ENSRNOT00000 LOC100361830 translocating cha ENSRNOT00000 ENSEMBL

translocating chain-associating membrane protein 2

TC0900001813.r	2642,115
TC0900001815.r	259,79
TC0900001847.r	86,38847
TC0900001906.r	507,4432

7833,887
753,1409
308,01
1371,105

0,337267438
0,344942095
0,280472939
0,370097987

-1,568035056 2Down
-1,535573895 2Down
-1,834066513 2Down
-1,434020808 2Down

NM_001014100 Neurl3 NM_001034835 Kansl3 NM_001009714 Mitd1
NM_001106907 Tgfbrap1

neuralized E3 ub NM_001014100 RefSeq KAT8 regulatory NM_001034835 RefSeq MIT, microtubule NM_001009714 RefSeq transforming gro NM_001106907 RefSeq

Rattus norvegicus neuralized E3 ubiquitin protein lig Rattus norvegicus KAT8 regulatory NSL complex su Rattus norvegicus MIT, microtubule interacting and t Rattus norvegicus transforming growth factor, beta r

TC0900001992.r	1854,478

4360,401

0,425299875

-1,233447664 2Down

NM_053426

Sf3b1

splicing factor 3b NM_053426

RefSeq

Rattus norvegicus splicing factor 3b, subunit 1 (Sf3b

TC0900002061.r	1143,166

2826,797

0,404403288

-1,306133369 2Down

NM_001108798 Raph1

Ras association NM_001108798 RefSeq

Rattus norvegicus Ras association (RalGDS/AF-6) a

TC0900002206.r	10013,72

21169,06

0,473035647

-1,079979188 2Down

NM_133299

Pecr

peroxisomal tran NM_133299

RefSeq

Rattus norvegicus peroxisomal trans-2-enoyl-CoA re

TC0900002243.r	183,2537
TC0900002265.r	10738,32
TC0900002375.r	211,3555
TC0900002425.r	21,75964

446,8486
28385,24
1088,897
47,92488

0,410102437
0,378306472
0,194100544
0,4540364

-1,285943777 2Down
-1,402372637 2Down
-2,365123934 2Down
-1,139120131 2Down

NM_001012004 Rnf25 NM_001007004 Tuba4a NM_001034137 Sp110 NM_001191813 Hjurp

ring finger protei NM_001012004 RefSeq tubulin, alpha 4A NM_001007004 RefSeq SP110 nuclear b NM_001034137 RefSeq Holliday junction NM_001191813 RefSeq

Rattus norvegicus ring finger protein 25 (Rnf25), mR Rattus norvegicus tubulin, alpha 4A (Tuba4a), mRN Rattus norvegicus SP110 nuclear body protein (Sp1 Rattus norvegicus Holliday junction recognition prot

TC0900002629.r	248,6066

629,5349

0,394905191

-1,340421762 2Down

NM_013017

Rab12

RAB12, member NM_013017

RefSeq

Rattus norvegicus RAB12, member RAS oncogene

TC0900002675.r	3185,378

12508,28

0,254661552

-1,973346931 2Down

NM_001015020 Tgif1

TGFB-induced fa NM_001015020 RefSeq

Rattus norvegicus TGFB-induced factor homeobox

TC0900002718.r	3799,892

7761,497

0,489582358

-1,030376524 2Down

NM_001007713 Tmbim1

transmembrane

NM_001007713 RefSeq

Rattus norvegicus transmembrane BAX inhibitor mo

TC0X00000008.r	38,3026

93,04689

0,411648364

-1,280515604 2Down

ENSRNOT00000 Zfp182

zinc finger protei ENSRNOT00000 ENSEMBL

zinc finger protein 182 [gene_biotype:protein_coding

TC0X00000023.r	177,4863
TC0X00000124.r	538,3402
TC0X00000138.r	56,8042
TC0X00000145.r	21,5863
TC0X00000157.r	121,055

421,4803
1830,249
118,2925
141,9089
322,0642

0,421102244
0,294134951
0,480201196
0,152113786
0,375872264

-1,247757532 2Down
-1,76544987 2Down
-1,058289098 2Down
-2,716777188 2Down
-1,411685634 2Down

NM_001108242 Slc9a7 NM_001106955 Tbc1d25 NM_001013957 Pqbp1 NM_001191729 Ccdc120 ENSRNOT00000 Usp27x

solute carrier famNM_001108242 RefSeq TBC1 domain fa NM_001106955 RefSeq polyglutamine bi NM_001013957 RefSeq coiled-coil domai NM_001191729 RefSeq ubiquitin specific ENSRNOT00000 ENSEMBL

Rattus norvegicus solute carrier family 9, subfamily Rattus norvegicus TBC1 domain family, member 25 Rattus norvegicus polyglutamine binding protein 1 ( Rattus norvegicus coiled-coil domain containing 120 ubiquitin specific peptidase 27, X-linked [gene_bioty

TC0X00000165.r	238,2071

494,3616

0,481847902

-1,05335027 2Down

NM_017106

Clcn5

chloride channel, NM_017106

RefSeq

Rattus norvegicus chloride channel, voltage-sensitiv

TC0X00000167.r	8,761629

22,70159

0,385947812

-1,373522314 2Down

ENSRNOT00000 Ccnb3

cyclin B3

ENSRNOT00000 ENSEMBL

cyclin B3 [gene_biotype:protein_coding transcript_bi

TC0X00000208.r	36,60556

87,42576

0,41870451

-1,255995637 2Down

ENSRNOT00000 LOC100362724 hypothetical prot ENSRNOT00000 ENSEMBL

hypothetical protein LOC100362724 [gene_biotype:

TC0X00000231.r	25,48546
TC0X00000387.r	1713,573

196,8076
4057,211

0,129494288
0,422352449

-2,949039635 2Down
-1,24348068 2Down

NM_001277386 Iqsec2 NM_001035007 Mbtps2

IQ motif and Sec NM_001277386 RefSeq membrane-boun NM_001035007 RefSeq

Rattus norvegicus IQ motif and Sec7 domain 2 (Iqse Rattus norvegicus membrane-bound transcription fa

TC0X00000389.r	11,41059

33,37069

0,341934494

-1,548208127 2Down

NM_013004

Phex

phosphate regulaNM_013004

RefSeq

Rattus norvegicus phosphate regulating endopeptid

TC0X00000402.r	10,41122

32,61391

0,319226367

-1,647348277 2Down

NM_001195484 RGD1559536

similar to vitellog NM_001195484 RefSeq

Rattus norvegicus similar to vitellogenin-like 1 precu

TC0X00000475.r	8,049945

21,68104

0,371289615

-1,42938313 2Down

NM_001177824 LOC100363193 LRRGT00076-lik NM_001177824 RefSeq

Rattus norvegicus LRRGT00076-like (LOC1003631

TC0X00000650.r	33,98406

158,4875

0,214427384

-2,221438935 2Down

ENSRNOT00000 Zfp449

zinc finger protei ENSRNOT00000 ENSEMBL

zinc finger protein 449 [gene_biotype:protein_coding

TC0X00000893.r	10,1036

20,47559

0,493446099

-1,019035594 2Down

mRNARGD2637 Nxf5

INTERACTS WI mRNARGD2637 Rat Genome Dat INTERACTS WITH 5-aza-2'-deoxycytidine (ortholog

TC0X00000948.r	23,56702

99,63056

0,236544088

-2,079818988 2Down

NM_001106846 Cldn2

claudin 2

NM_001106846 RefSeq

Rattus norvegicus claudin 2 (Cldn2), mRNA.

TC0X00000954.r	331,2066

691,6759

0,478846523

-1,062364768 2Down

NM_017243

Prps1

phosphoribosyl p NM_017243

RefSeq

Rattus norvegicus phosphoribosyl pyrophosphate sy

TC0X00000956.r	118,6353

258,9045

0,458220309

-1,125886692 2Down

NM_001191889 Mid2

midline 2

NM_001191889 RefSeq

Rattus norvegicus midline 2 (Mid2), mRNA.

TC0X00000977.r	18,22232
TC0X00001043.r	2975,272

38,51105
10606,85

0,473171207
0,280504768

-1,079565809 2Down
-1,8339028 2Down

NM_019210 NM_145789

Pak3 Il13ra1

p21 protein (Cdc NM_019210 interleukin 13 rec NM_145789

RefSeq RefSeq

Rattus norvegicus p21 protein (Cdc42/Rac)-activate Rattus norvegicus interleukin 13 receptor, alpha 1 (Il

TC0X00001056.r	45,1621
TC0X00001144.r	158,7088

134,6764
445,131

0,335337891
0,356544029

-1,576312586 2Down
-1,487847853 2Down

ENSRNOT00000 Slc25a43 NM_001014113 Utp14a

solute carrier famENSRNOT00000 ENSEMBL UTP14A small su NM_001014113 RefSeq

solute carrier family 25, member 43 [gene_biotype:p Rattus norvegicus UTP14, U3 small nucleolar ribonu

TC0X00001290.r	136,8559

1110,936

0,123189725

-3,02104617 2Down

NM_017006

G6pd

glucose-6-phosp NM_017006

RefSeq

Rattus norvegicus glucose-6-phosphate dehydrogen

TC0X00001292.r	256,9375

670,2881

0,383323977

-1,383363854 2Down

NM_001024368 Slc10a3

solute carrier famNM_001024368 RefSeq

Rattus norvegicus solute carrier family 10, member

TC0X00001303.r	250,722

833,9761

0,300634515

-1,733917446 2Down

mRNARGD6493 LOC100911260 host cell factor 1- mRNARGD6493 Rat Genome Dat host cell factor 1-like

TC0X00001304.r	630,7808
TC0X00001349.r	149,7023

2417,362
319,055

0,260937667
0,469205309

-1,93822288 2Down
-1,091708756 2Down

NM_001139507 Hcfc1 ENSRNOT00000 Slc9a6

host cell factor C NM_001139507 RefSeq solute carrier famENSRNOT00000 ENSEMBL

Rattus norvegicus host cell factor C1 (Hcfc1), mRNA solute carrier family 9, subfamily A (NHE6, cation pr

TC0X00001459.r	96,52397

1029,017

0,093802114

-3,414235752 2Down

NM_206950

Mid1ip1

MID1 interacting NM_206950

RefSeq

Rattus norvegicus MID1 interacting protein 1 (Mid1ip

TC0X00001501.r	1136,278

3480,925

0,3264299

-1,615154885 2Down

NM_001271227 Tfe3

transcription fact NM_001271227 RefSeq

Rattus norvegicus transcription factor binding to IGH

TC0X00001540.r	1867,725

4344,611

0,429894644

-1,217944958 2Down

NM_001108251 Ubqln2

ubiquilin 2

NM_001108251 RefSeq

Rattus norvegicus ubiquilin 2 (Ubqln2), mRNA.

TC0X00001556.r	1419,662
TC0X00001695.r	14,83776

3057,845
104,2225

0,464268791
0,142366188

-1,106967793 2Down
-2,812321551 2Down

NM_001081958 Gnl3l NM_001127568 RGD1562161

guanine nucleoti NM_001081958 RefSeq similar to chromo NM_001127568 RefSeq

Rattus norvegicus guanine nucleotide binding protei Rattus norvegicus similar to chromosome X open re

TC0X00001729.r	14,67557

32,77542

0,447761463

-1,159197729 2Down

mRNARGD6493 LOC100911369 serine protease i mRNARGD6493 Rat Genome Dat serine protease inhibitor Kazal-type 6-like

TC0X00001742.r	12,44289

28,3431

0,439009494

-1,187675954 2Down

NM_001109415 Cldn34e

claudin 34E

NM_001109415 RefSeq

Rattus norvegicus claudin 34E (Cldn34e), mRNA.

TC0X00001888.r	204,0881
TC0X00001893.r	166,3999

578,1219
341,0651

0,353019147
0,487883105

-1,502181661 2Down
-1,03539257 2Down

NM_001109320 Amer1 NM_001170590 Las1l

APC membrane NM_001109320 RefSeq LAS1-like, riboso NM_001170590 RefSeq

Rattus norvegicus APC membrane recruitment prote Rattus norvegicus LAS1-like, ribosome biogenesis f

TC0X00001898.r	18,99051

39,18847

0,484594321

-1,045150598 2Down

ENSRNOT00000 LOC100360790 heat shock trans ENSRNOT00000 ENSEMBL

heat shock transcription factor 3 [gene_biotype:lincR

TC0X00001903.r	161,5052
TC0X00002075.r	187,0424
TC0X00002091.r	8,837645

334,6789
510,6355
23,97223

0,482567619
0,366293374
0,368661781

-1,051196982 2Down
-1,448928492 2Down
-1,439630235 2Down

ENSRNOT00000 Eda2r ENSRNOT00000 Brwd3 NM_001191721 Rps6ka6

ectodysplasin A2 ENSRNOT00000 ENSEMBL bromodomain an ENSRNOT00000 ENSEMBL ribosomal protein NM_001191721 RefSeq

ectodysplasin A2 receptor [gene_biotype:protein_co bromodomain and WD repeat domain containing 3 [ Rattus norvegicus ribosomal protein S6 kinase poly

TC0X00002179.r	12,50002

27,79826

0,449669152

-1,153064179 2Down

NM_053683

Nox1

NADPH oxidase NM_053683

RefSeq

Rattus norvegicus NADPH oxidase 1 (Nox1), mRNA

TC0X00002197.r	17,09672
TC0X00002219.r	11216,68

42,27411
25424,82

0,404425309
0,441170478

-1,306054811 2Down
-1,180591841 2Down

ENSRNOT00000 Nxf2 NM_001007714 Morf4l2

nuclear RNA exp ENSRNOT00000 ENSEMBL mortality factor 4 NM_001007714 RefSeq

nuclear RNA export factor 2 [gene_biotype:protein_c Rattus norvegicus mortality factor 4 like 2 (Morf4l2),

TC0X00002308.r	9,23391

19,52297

0,472976704

-1,080158969 2Down

NM_133538

Il13ra2

interleukin 13 rec NM_133538

RefSeq

Rattus norvegicus interleukin 13 receptor, alpha 2 (Il


	TC0X00002362.r
	8,145349
	23,37975
	0,348393332
	-1,521211084 2Down
	NM_001024889 Rhox4g
	reproductive homNM_001024889 RefSeq	Rattus norvegicus reproductive homeobox 4G (Rho

	TC0X00002446.r
	22,59072
	46,81754
	0,482526848
	-1,051318879 2Down
	NM_001191735 Elf4
	E74-like factor 4 NM_001191735 RefSeq	Rattus norvegicus E74-like factor 4 (ets domain tran

	TC0X00002614.r
	9,769604
	19,61926
	0,497959862
	-1,005898636 2Down
	mRNARGD6607 LOC689466
	similar to Mitoch mRNARGD6607 Rat Genome Dat similar to Mitochondrial ornithine transporter 1 (Solu

	TC0X00002624.r
	1203,371
	2569,414
	0,468344533
	-1,09435787 2Down
	NM_133419	Dkc1
	dyskeratosis con NM_133419	RefSeq	Rattus norvegicus dyskeratosis congenita 1, dyskeri

	TC0X00002662.r
	200,2554
	907,4744
	0,220673332
	-2,180015799 2Down
	ENSRNOT00000 Phf6
	PHD finger prote ENSRNOT00000 ENSEMBL	PHD finger protein 6 [gene_biotype:protein_coding t

	TC0X00002695.r
	545,7366
	1243,837
	0,438752505
	-1,188520731 2Down
	mRNARGD7700 Atrx
	ENCODES a pro mRNARGD7700 Rat Genome Dat ENCODES a protein that exhibits chromatin binding

	TC0X00002698.r
	339,8219
	1440,063
	0,235977107
	-2,083281192 2Down
	ENSRNOT00000 Phf6
	PHD finger prote ENSRNOT00000 ENSEMBL	PHD finger protein 6 [gene_biotype:protein_coding t

	TC1000000017.r
	640,0702
	2055,671
	0,311368016
	-1,68330734 2Down
	ENSRNOT00000 ---
	Uncharacterized ENSRNOT00000 ENSEMBL	Uncharacterized protein

	TC1000000072.r
	430,6286
	1195,332
	0,360258573
	-1,472895335 2Down
	NM_001109026 Dexi
	dexamethasone- NM_001109026 RefSeq	Rattus norvegicus dexamethasone-induced transcri

	TC1000000118.r
	981,36
	2802,868
	0,350127084
	-1,514049429 2Down
	ENSRNOT00000 Rbm25l1
	RNA binding mot ENSRNOT00000 ENSEMBL	RNA binding motif protein 25-like 1 [gene_biotype:pr

	TC1000000124.r
	3520,47
	8462,266
	0,416019775
	-1,265275987 2Down
	NM_001106976
	Ppl
	periplakin
	NM_001106976
	RefSeq
	Rattus norvegicus periplakin (Ppl), mRNA.

	TC1000000135.r
	312,8753
	1547,509
	0,202179955
	-2,306288126 2Down
	NM_001007668
	Ubald1
	UBA-like domain
	NM_001007668
	RefSeq
	Rattus norvegicus UBA-like domain containing 1 (U

	TC1000000152.r
	276,297
	1271,878
	0,217235458
	-2,20266849 2Down
	NM_001007668_ Ubald1
	UBA-like domain NM_001007668_ RefSeq	UBA-like domain containing 1 (Ubald1), mRNA

	TC1000000172.r
	44,50498
	91,78506
	0,484882616
	-1,044292564 2Down
	NM_173333	Olr1361
	olfactory recepto NM_173333	RefSeq	Rattus norvegicus olfactory receptor 1361 (Olr1361)

	TC1000000189.r
	22616,74
	57020,85
	0,396639826
	-1,334098553 2Down
	NM_001277154 Srrm2
	serine/arginine reNM_001277154 RefSeq	Rattus norvegicus serine/arginine repetitive matrix 2

	TC1000000275.r
	545,4758
	1562,884
	0,349018737
	-1,518623605 2Down
	NM_001024269 Luc7l
	LUC7-like	NM_001024269 RefSeq	Rattus norvegicus LUC7-like (Luc7l), mRNA.

	TC1000000279.r
	50,06864
	227,5405
	0,220042762
	-2,18414418 2Down
	NM_001030034 Rhbdf1
	rhomboid 5 hom NM_001030034 RefSeq	Rattus norvegicus rhomboid 5 homolog 1 (Drosophil

	TC1000000306.r
	22140,51
	69990,88
	0,316334214
	-1,660478493 2Down
	NM_053769	Dusp1
	dual specificity p NM_053769	RefSeq	Rattus norvegicus dual specificity phosphatase 1 (D

	TC1000000313.r
	527,6275
	2937,05
	0,179645392
	-2,476776161 2Down
	ENSRNOT00000 Sh3pxd2b
	SH3 and PX domENSRNOT00000 ENSEMBL	SH3 and PX domains 2B [gene_biotype:protein_cod

	TC1000000318.r
	4333,792
	8674,841
	0,499581721
	-1,001207402 2Down
	NM_001106993 Fbxw11
	F-box and WD re NM_001106993 RefSeq	Rattus norvegicus F-box and WD repeat domain con

	TC1000000419.r
	5,850663
	12,19101
	0,479916184
	-1,059145629 2Down
	NM_001037773 Ccnjl
	cyclin J-like	NM_001037773 RefSeq	Rattus norvegicus cyclin J-like (Ccnjl), mRNA.

	TC1000000425.r
	153,3434
	357,6406
	0,42876396
	-1,22174445 2Down
	NM_001127296 Pwwp2a
	PWWP domain c NM_001127296 RefSeq	Rattus norvegicus PWWP domain containing 2A (Pw

	TC1000000471.r
	3346,167
	9050,188
	0,369734529
	-1,435438313 2Down
	mRNARGD2381 RGD1560464
	similar to hypoth mRNARGD2381 Rat Genome Dat similar to hypothetical protein FLJ38426

	TC1000000584.r
	20,7044
	71,39476
	0,289998874
	-1,785880797 2Down
	ENSRNOT00000 Shroom1
	shroom family m ENSRNOT00000 ENSEMBL	shroom family member 1 [gene_biotype:protein_cod

	TC1000000588.r
	777,8452
	2368,794
	0,328371821
	-1,606597765 2Down
	NM_053377	Kif3a
	kinesin family me NM_053377	RefSeq	Rattus norvegicus kinesin family member 3a (Kif3a),

	TC1000000592.r
	2344,055
	6061,965
	0,386682371
	-1,370779101 2Down
	NM_012591	Irf1
	interferon regulat NM_012591	RefSeq	Rattus norvegicus interferon regulatory factor 1 (Irf1

	TC1000000625.r
	871,2166
	1780,606
	0,489280953
	-1,031264974 2Down
	NM_133565	G3bp1
	GTPase activatin NM_133565	RefSeq	Rattus norvegicus GTPase activating protein (SH3 d

	TC1000000666.r
	6168,712
	68604,12
	0,089917515
	-3,475254022 2Down
	NM_001008765 Igtp
	interferon gamm NM_001008765 RefSeq	Rattus norvegicus interferon gamma induced GTPa

	TC1000000670.r
	240,745
	763,3306
	0,315387592
	-1,664802191 2Down
	NM_001127581 Sh3bp5l
	SH3 binding dom NM_001127581 RefSeq	Rattus norvegicus SH3 binding domain protein 5 like

	TC1000000706.r
	48,43332
	122,8638
	0,394203337
	-1,342988104 2Down
	ENSRNOT00000 LOC102555635
	zinc finger protei ENSRNOT00000 ENSEMBL	RGD1561277 [gene_biotype:protein_coding transcri

	TC1000000757.r
	16,91428
	46,31834
	0,365174572
	-1,453341783 2Down
	ENSRNOT00000 Llgl1
	lethal giant larva ENSRNOT00000 ENSEMBL	lethal giant larvae homolog 1 (Drosophila) [gene_bio

	TC1000000811.r
	26,30918
	78,1057
	0,336840717
	-1,569861554 2Down
	NM_001013967 Mmgt2
	membrane magn NM_001013967 RefSeq	Rattus norvegicus membrane magnesium transport

	TC1000000824.r
	402,3918
	2000,757
	0,201119776
	-2,313873146 2Down
	NM_017037	Pmp22
	peripheral myelin NM_017037	RefSeq	Rattus norvegicus peripheral myelin protein 22 (Pmp

	TC1000000900.r
	681,9007
	1431,031
	0,476510083
	-1,069421354 2Down
	NM_001107010 Ctc1
	CTS telomere m NM_001107010 RefSeq	Rattus norvegicus CTS telomere maintenance comp

	TC1000000922.r
	13150,59
	53816,86
	0,244358181
	-2,032930691 2Down
	NM_030989	Tp53
	tumor protein p5 NM_030989	RefSeq	Rattus norvegicus tumor protein p53 (Tp53), mRNA.

	TC1000000933.r
	385,803
	889,2609
	0,433846805
	-1,204742391 2Down
	NM_001012139 Plscr3
	phospholipid scr NM_001012139 RefSeq	Rattus norvegicus phospholipid scramblase 3 (Plscr

	TC1000000938.r
	56,9997
	234,01
	0,243578052
	-2,037543951 2Down
	NM_031702	Cldn7
	claudin 7	NM_031702	RefSeq	Rattus norvegicus claudin 7 (Cldn7), mRNA.

	TC1000000940.r
	295,0448
	1779,039
	0,165845043
	-2,592092201 2Down
	NM_001004272 Phf23
	PHD finger prote NM_001004272 RefSeq	Rattus norvegicus PHD finger protein 23 (Phf23), m



TC1000001004.r	2454,459

5574,243

0,440321493

-1,183370828 2Down

NM_031668

Mybbp1a

MYB binding pro NM_031668

RefSeq

Rattus norvegicus MYB binding protein (P160) 1a (M

TC1000001020.r	270,4514
TC1000001023.r	848,0976

545,6338
1697,754

0,495664675
0,499540923

-1,012563651 2Down
-1,001325225 2Down

NM_001108281 Ncbp3 NM_001025419 Tax1bp3

nuclear cap bindi NM_001108281 RefSeq Tax1 (human T-c NM_001025419 RefSeq

Rattus norvegicus nuclear cap binding subunit 3 (Nc Rattus norvegicus Tax1 (human T-cell leukemia viru

TC1000001053.r	46,69088

122,0091

0,382683587

-1,38577607 2Down

ENSRNOT00000 Smg6

Protein Smg6

ENSRNOT00000 ENSEMBL

Protein Smg6

TC1000001058.r	200,5626
TC1000001061.r	34,6715

425,9806
102,8329

0,470825667
0,337163495

-1,086735125 2Down
-1,568479751 2Down

NM_001105807 Mnt NM_001105808 Smg6

MAX network tra NM_001105807 RefSeq SMG6 nonsense NM_001105808 RefSeq

Rattus norvegicus MAX network transcriptional repr Rattus norvegicus SMG6 nonsense mediated mRN

TC1000001078.r	4050,025

9508,098

0,425955328

-1,23122596 2Down

NM_173327

Taok1

TAO kinase 1

NM_173327

RefSeq

Rattus norvegicus TAO kinase 1 (Taok1), mRNA.

TC1000001090.r	304,3811

983,8022

0,309392579

-1,692489501 2Down

NM_001037189 Nsrp1

nuclear speckle

NM_001037189 RefSeq

Rattus norvegicus nuclear speckle splicing regulator

TC1000001130.r TC1000001149.r

134,5445
377,0355

561,4823
2422,71

0,23962376
0,155625519

-2,061157128 2Down
-2,683849451 2Down

ENSRNOT00000 Fam57a NM_001109038 Fam222b

family with seque ENSRNOT00000 ENSEMBL family with seque NM_001109038 RefSeq

family with sequence similarity 57, member A [gene_ Rattus norvegicus family with sequence similarity 22

TC1000001174.r TC1000001175.r

3028,399
3623,499

123602,5
63565,71

0,024501114
0,057003988

-5,351008817 2Down
-4,132793324 2Down

NM_012611
Nos2.bSep08

Nos2 Nos2

nitric oxide synth NM_012611 nitric oxide synth Nos2.bSep08

RefSeq Ace View

Rattus norvegicus nitric oxide synthase 2, inducible nitric oxide synthase 2, inducible

TC1000001203.r	88,92751

378,0977

0,235197173

-2,088057378 2Down

NM_020101

Adap2

ArfGAP with dua NM_020101

RefSeq

Rattus norvegicus ArfGAP with dual PH domains 2 (

TC1000001208.r	4104,405

19089,16

0,215012342

-2,217508619 2Down

NM_001039020 Zfp207

zinc finger protei NM_001039020 RefSeq

Rattus norvegicus zinc finger protein 207 (Zfp207),

TC1000001226.r	10845,69

48945,83

0,221585577

-2,174064113 2Down

NM_031530

Ccl2

chemokine (C-C NM_031530

RefSeq

Rattus norvegicus chemokine (C-C motif) ligand 2 (

TC1000001227.r	129,2604
TC1000001238.r	179,3534
TC1000001277.r	198,0942

294,6614
803,39
722,4633

0,438674356
0,223245746
0,274192751

-1,188777722 2Down
-2,163295409 2Down
-1,866737663 2Down

NM_001007612 Ccl7 NM_001012011 Lig3 NM_001079897 Heatr6

chemokine (C-C NM_001007612 RefSeq ligase III, DNA, A NM_001012011 RefSeq HEAT repeat con NM_001079897 RefSeq

Rattus norvegicus chemokine (C-C motif) ligand 7 ( Rattus norvegicus ligase III, DNA, ATP-dependent (L Rattus norvegicus HEAT repeat containing 6 (Heatr6

TC1000001279.r	831,8371

2353,699

0,353416941

-1,500556899 2Down

NM_013103

Hnf1b

HNF1 homeobox NM_013103

RefSeq

Rattus norvegicus HNF1 homeobox B (Hnf1b), trans

TC1000001371.r	35,66408

100,5732

0,354608186

-1,495702255 2Down

NM_017360

Coil

coilin

NM_017360

RefSeq

Rattus norvegicus coilin (Coil), mRNA.

TC1000001372.r	1091,204
TC1000001416.r	514,1078
TC1000001449.r	3594,147

3675,394
1199,092
7306,191

0,296894428
0,428747586
0,491931706

-1,751978076 2Down
-1,221799548 2Down
-1,023470053 2Down

NM_001009536 Trim25 ENSRNOT00000 Hnrnpa3 NM_001008280 Lrrc59

tripartite motif-co NM_001009536 RefSeq heterogeneous n ENSRNOT00000 ENSEMBL leucine rich repe NM_001008280 RefSeq

Rattus norvegicus tripartite motif-containing 25 (Trim heterogeneous nuclear ribonucleoprotein A3 [gene_ Rattus norvegicus leucine rich repeat containing 59

TC1000001555.r	1419,081

5754,286

0,246612873

-2,019679988 2Down

NM_032613

Lasp1

LIM and SH3 pro NM_032613

RefSeq

Rattus norvegicus LIM and SH3 protein 1 (Lasp1), m

TC1000001572.r	199,2962

486,5326

0,409625583

-1,287622273 2Down

NM_001014229 Stard3

StAR-related lipi NM_001014229 RefSeq

Rattus norvegicus StAR-related lipid transfer (STAR

TC1000001590.r	456,9069
TC1000001595.r	125,8281

1908,026
514,2241

0,239465762
0,244695066

-2,062108696 2Down
-2,030943085 2Down

NM_147144 NM_031528

Casc3 Rara

cancer susceptib NM_147144 retinoic acid rece NM_031528

RefSeq RefSeq

Rattus norvegicus cancer susceptibility candidate 3 Rattus norvegicus retinoic acid receptor, alpha (Rar

TC1000001616.r	13,11444

32,03076

0,409432683

-1,288301825 2Down

NM_001109409 Krtap31-1

keratin associate NM_001109409 RefSeq

Rattus norvegicus keratin associated protein 31-1 (K

TC1000001633.r	374,0424

2336,628

0,160077856

-2,643154347 2Down

NM_012809

Cnp

2,3-cyclic nucleo NM_012809

RefSeq

Rattus norvegicus 2,3-cyclic nucleotide 3 phosphodi

TC1000001672.r	192,5572
TC1000001681.r	425,6924

431,7562
2016,445

0,445985952
0,211110345

-1,164929826 2Down
-2,243930817 2Down

NM_001047844 Dhx8 NM_001107053 Nags

DEAH (Asp-Glu- NM_001047844 RefSeq
N-acetylglutamat NM_001107053 RefSeq

Rattus norvegicus DEAH (Asp-Glu-Ala-His) box poly Rattus norvegicus N-acetylglutamate synthase (Nag

TC1000001682.r	36,92407

81,71708

0,451852538

-1,146076069 2Down

NM_176077

G6pc3

glucose 6 phosp NM_176077

RefSeq

Rattus norvegicus glucose 6 phosphatase, catalytic,

TC1000001781.r	391,2798
TC1000001784.r	31,35056
TC1000001903.r	1562,538
TC1000001927.r	48,29053
TC1000001953.r	350,9579
TC1000001955.r	62,58259
TC1000001973.r	683,768

909,9703
73,30387
5477,468
149,6049
836,7708
126,3323
1396,803

0,429991836
0,427679466
0,285266477
0,322787088
0,419419392
0,495380754
0,489523576

-1,217618826 2Down
-1,225398152 2Down
-1,809617875 2Down
-1,631345226 2Down
-1,253534529 2Down
-1,013390276 2Down
-1,030549751 2Down

NM_001107057 Dcaf7 NM_001107058 Map3k3 ENSRNOT00000 Ttyh2 NM_001109568 Slc16a5 NM_001108305 Sap30bp ENSRNOT00000 Unk ENSRNOT00000 Ubald2

DDB1 and CUL4 NM_001107057 RefSeq
mitogen activate NM_001107058 RefSeq tweety family me ENSRNOT00000 ENSEMBL solute carrier famNM_001109568 RefSeq SAP30 binding p NM_001108305 RefSeq unkempt family z ENSRNOT00000 ENSEMBL UBA-like domain ENSRNOT00000 ENSEMBL

Rattus norvegicus DDB1 and CUL4 associated facto Rattus norvegicus mitogen activated protein kinase tweety family member 2 [gene_biotype:protein_codi Rattus norvegicus solute carrier family 16 (monocar Rattus norvegicus SAP30 binding protein (Sap30bp unkempt family zinc finger [gene_biotype:protein_co UBA-like domain containing 2 [gene_biotype:protein

TC1000001995.r	1524,63

3447,642

0,44222399

-1,177150805 2Down

NM_001113497

Sep-09 septin 9

NM_001113497

RefSeq

Rattus norvegicus septin 9 (Sept9), transcript varian

TC1000002006.r	51,36518
TC1000002024.r	59,13692
TC1000002051.r	244,4917

131,1619
133,7935
1668,694

0,39161662
0,442001443
0,146516797

-1,3524861 2Down
-1,177877017 2Down
-2,770862027 2Down

ENSRNOT00000 Tnrc6c ENSRNOT00000 Pgs1 ENSRNOT00000 Rnf213

trinucleotide repe ENSRNOT00000 ENSEMBL phosphatidylglyc ENSRNOT00000 ENSEMBL ring finger protei ENSRNOT00000 ENSEMBL

trinucleotide repeat containing 6C [gene_biotype:pro phosphatidylglycerophosphate synthase 1 [gene_bi ring finger protein 213 [gene_biotype:protein_coding

TC1000002075.r	992,1316
TC1000002077.r	7041,033

2280,518
19070,46

0,435046599
0,369211493

-1,200758155 2Down
-1,437480634 2Down

NM_019387 NM_133418

Hgs Slc25a10

hepatocyte grow NM_019387 solute carrier famNM_133418

RefSeq RefSeq

Rattus norvegicus hepatocyte growth factor-regulate Rattus norvegicus solute carrier family 25 (mitochon

TC1000002171.r	20,94857
TC1000002212.r	9,347692
TC1000002319.r	11,87313

45,51094
110,5939
26,76655

0,460297458
0,084522673
0,443580887

-1,119361619 2Down
-3,564517804 2Down
-1,17273089 2Down

ENSRNOT00000 Abcc1 NM_001270803 Ciita ENSRNOT00000 Zfp174

ATP-binding cas ENSRNOT00000 ENSEMBL class II, major hi NM_001270803 RefSeq zinc finger protei ENSRNOT00000 ENSEMBL

similar to ATP-binding cassette, sub-family C (CFTR Rattus norvegicus class II, major histocompatibility c zinc finger protein 174 [gene_biotype:protein_coding

TC1000002359.r	7575,984

15414,13

0,491496049

-1,024748275 2Down

NM_181086

Tnfrsf12a

tumor necrosis fa NM_181086

RefSeq

Rattus norvegicus tumor necrosis factor receptor su

TC1000002377.r	340,5291

788,967

0,43161387

-1,212186869 2Down

NM_001105768 Kctd5

potassium chann NM_001105768 RefSeq

Rattus norvegicus potassium channel tetramerizatio

TC1000002397.r	571,4847

1143,514

0,499761874

-1,000687249 2Down

NM_013222

Gfer

growth factor, au NM_013222

RefSeq

Rattus norvegicus growth factor, augmenter of liver

TC1000002398.r	311,724
TC1000002446.r	23,62753
TC1000002490.r	8772,289
TC1000002547.r	2419,151
TC1000002644.r	19,20223
TC1000002674.r	210,7934
TC1000002677.r	188,7399
TC1000002697.r	399,3809

779,9593
82,47908
21743,79
7123,372
39,96399
472,6168
1236,6
899,6571

0,399667008
0,286466944
0,403438821
0,339607562
0,48048831
0,446013345
0,152628093
0,443925691

-1,323129609 2Down
-1,803559421 2Down
-1,309578181 2Down
-1,55805951 2Down
-1,057426765 2Down
-1,164841217 2Down
-2,711907562 2Down
-1,171609891 2Down

NM_001008277 Tbl3 NM_001007607 Pigq ENSRNOT00000 Ergic1 NM_001105777 Rars NM_001106996 Cyfip2 NM_001134737 Trim41 NM_001012007 Irgm NM_001013856 Cnot6

transducin (beta) NM_001008277 RefSeq phosphatidylinos NM_001007607 RefSeq endoplasmic reti ENSRNOT00000 ENSEMBL arginyl-tRNA syn NM_001105777 RefSeq cytoplasmic FMR NM_001106996 RefSeq tripartite motif-co NM_001134737 RefSeq immunity-related NM_001012007 RefSeq CCR4-NOT trans NM_001013856 RefSeq

Rattus norvegicus transducin (beta)-like 3 (Tbl3), m Rattus norvegicus phosphatidylinositol glycan ancho endoplasmic reticulum-golgi intermediate compartm Rattus norvegicus arginyl-tRNA synthetase (Rars), Rattus norvegicus cytoplasmic FMR1 interacting pro Rattus norvegicus tripartite motif-containing 41 (Trim Rattus norvegicus immunity-related GTPase family, Rattus norvegicus CCR4-NOT transcription complex

TC1000002793.r	128,2858
TC1000002805.r	56,03496

290,9006
159,9629

0,440995309
0,350299726

-1,181164785 2Down
-1,513338236 2Down

NM_022246 NM_053852

Rad50 Csf2

RAD50 homolog NM_022246 colony stimulatin NM_053852

RefSeq RefSeq

Rattus norvegicus RAD50 homolog, double strand b Rattus norvegicus colony stimulating factor 2 (granu

TC1000002816.r	80,51501

408,0501

0,197316481

-2,341416628 2Down

NM_001108826 Tnip1

TNFAIP3 interac NM_001108826 RefSeq

Rattus norvegicus TNFAIP3 interacting protein 1 (Tn

TC1000002824.r	16,5072

33,55964

0,491876552

-1,023631813 2Down

NM_022954

Fat2

FAT atypical cad NM_022954

RefSeq

Rattus norvegicus FAT atypical cadherin 2 (Fat2), m

TC1000002862.r	81,4819
TC1000002901.r	43,2316
TC1000002920.r	26,27155
TC1000002946.r	2973,9
TC1000002953.r	45,81531

347,4681
93,77015
59,9537
6975,407
287,2839

0,234501815
0,461037974
0,438197309
0,426340714
0,159477472

-2,092329008 2Down
-1,117042509 2Down
-1,19034747 2Down
-1,229921261 2Down
-2,648575457 2Down

NM_001172089 Gemin5 NM_001108827 Iba57 ENSRNOT00000 Pld6 NM_001191644 Usp22 NM_001191547_ Mapk7

gem (nuclear org NM_001172089 RefSeq IBA57 homolog, NM_001108827 RefSeq phospholipase D ENSRNOT00000 ENSEMBL ubiquitin specific NM_001191644 RefSeq mitogen-activate NM_001191547_ RefSeq

Rattus norvegicus gem (nuclear organelle) associat Rattus norvegicus IBA57 homolog, iron-sulfur cluste phospholipase D family, member 6 [gene_biotype:pr Rattus norvegicus ubiquitin specific peptidase 22 (U mitogen-activated protein kinase 7 (Mapk7), mRNA

TC1000002965.r	286,4874

608,296

0,470967095

-1,086301828 2Down

NM_001114606

Akap10

A kinase (PRKA) NM_001114606

RefSeq

Rattus norvegicus A kinase (PRKA) anchor protein 1

TC1000002981.r	66,6865
TC1000003020.r	954,0295

197,3713
2888,699

0,337873338
0,330262689

-1,565445584 2Down
-1,598314102 2Down

NM_001191547 Mapk7 NM_001030023 Map2k4

mitogen-activate NM_001191547 RefSeq mitogen activate NM_001030023 RefSeq

Rattus norvegicus mitogen-activated protein kinase Rattus norvegicus mitogen activated protein kinase

TC1000003044.r	55,26696

204,0937

0,270792092

-1,884742486 2Down

NM_053731

Ntn1

netrin 1

NM_053731

RefSeq

Rattus norvegicus netrin 1 (Ntn1), mRNA.

TC1000003090.r	191,6968
TC1000003129.r	413,6379
TC1000003149.r	1824,935
TC1000003170.r	436,4093
TC1000003245.r	42,97559
TC1000003301.r	130,2411

569,8077
7570,192
7866,444
933,1418
190,7291
342,2521

0,336423674
0,054640345
0,231989829
0,467677367
0,22532267
0,38054142

-1,571648863 2Down
-4,193889606 2Down
-2,107866538 2Down
-1,096414483 2Down
-2,149935625 2Down
-1,393874604 2Down

NM_001013116 Senp3 NM_001017478 Cxcl16 NM_001105802 Dhx33 ENSRNOT00000 RGD1304728 NM_001134360 Wdr81 NM_001109037 Gemin4

Sumo1/sentrin/S NM_001013116 RefSeq chemokine (C-X- NM_001017478 RefSeq DEAH (Asp-Glu- NM_001105802 RefSeq similar to 493342 ENSRNOT00000 ENSEMBL
WD repeat doma NM_001134360 RefSeq gem (nuclear org NM_001109037 RefSeq

Rattus norvegicus Sumo1/sentrin/SMT3 specific pep Rattus norvegicus chemokine (C-X-C motif) ligand 1 Rattus norvegicus DEAH (Asp-Glu-Ala-His) box poly similar to 4933427D14Rik protein [gene_biotype:pro Rattus norvegicus WD repeat domain 81 (Wdr81), m Rattus norvegicus gem (nuclear organelle) associat

TC1000003338.r	691,0328

2125,078

0,32517997

-1,620689701 2Down

NM_182950

Tnfaip1

tumor necrosis fa NM_182950

RefSeq

Rattus norvegicus tumor necrosis factor, alpha-indu

TC1000003350.r	41,63263
TC1000003413.r	1040,604
TC1000003427.r	43448,5

88,14045
2713,853
212697,3

0,472344196
0,38344155
0,204273867

-1,082089564 2Down
-1,382921419 2Down
-2,291423444 2Down

NM_001025412 Fam58b NM_001004068 Rffl NM_001012357 Ccl9

family with seque NM_001025412 RefSeq ring finger and F NM_001004068 RefSeq chemokine (C-C NM_001012357 RefSeq

Rattus norvegicus family with sequence similarity 58 Rattus norvegicus ring finger and FYVE-like domain Rattus norvegicus chemokine (C-C motif) ligand 9 (

TC1000003443.r	252,647

522,7692

0,483285932

-1,049051095 2Down

NM_053720

Aatf

apoptosis antago NM_053720

RefSeq

Rattus norvegicus apoptosis antagonizing transcript

TC1000003466.r	521,539

1329,813

0,392189729

-1,350376342 2Down

NM_001100630 Ints2

integrator compleNM_001100630 RefSeq

Rattus norvegicus integrator complex subunit 2 (Ints

TC1000003476.r	8072,532

18384,5

0,439094455

-1,18739678 2Down

NM_001108286 Ypel2

yippee-like 2

NM_001108286 RefSeq

Rattus norvegicus yippee-like 2 (Ypel2), mRNA.

TC1000003588.r	102,8285
TC1000003599.r	27,98399

769,4382
65,22208

0,133641012
0,429057

-2,903565278 2Down
-1,220758772 2Down

NM_181081 NM_022296

Kat7 Xylt2

K (lysine) acetylt NM_181081 xylosyltransferas NM_022296

RefSeq RefSeq

Rattus norvegicus K (lysine) acetyltransferase 7 (Ka Rattus norvegicus xylosyltransferase II (Xylt2), mRN

TC1000003622.r	47,8248
TC1000003648.r	10349,73

97,73895
29413,81

0,489311579
0,351866351

-1,031174671 2Down
-1,506900538 2Down

ENSRNOT00000 Itga3 NM_001037643 Ube2z

integrin, alpha 3 ENSRNOT00000 ENSEMBL ubiquitin-conjuga NM_001037643 RefSeq

integrin, alpha 3 [gene_biotype:protein_coding trans Rattus norvegicus ubiquitin-conjugating enzyme E2

TC1000003693.r	250,1534

590,2831

0,423785468

-1,238593976 2Down

NM_053550

Pip4k2b

phosphatidylinos NM_053550

RefSeq

Rattus norvegicus phosphatidylinositol-5-phosphate

TC1000003701.r	29,41474
TC1000003705.r	2245,047
TC1000003807.r	2432,487
TC1000003817.r	44,46546

61,0169
9594,621
7201,602
133,6296

0,482075294
0,23399017
0,337770263
0,332751576

-1,052669601 2Down
-2,095480171 2Down
-1,565885776 2Down
-1,587482596 2Down

NM_001109046 Arl5c NM_001134361 Med1 NM_001105840 Rab5c NM_001105841 Ptrf

ADP-ribosylation NM_001109046 RefSeq mediator comple NM_001134361 RefSeq RAB5C, member NM_001105840 RefSeq polymerase I and NM_001105841 RefSeq

Rattus norvegicus ADP-ribosylation factor-like 5C (A Rattus norvegicus mediator complex subunit 1 (Med Rattus norvegicus RAB5C, member RAS oncogene Rattus norvegicus polymerase I and transcript relea

TC1000003819.r	190,0691
TC1000003823.r	602,9753
TC1000003857.r	2117,198

1329,813
1377,822
4834,893

0,142929194
0,437629316
0,43789966

-2,806627473 2Down
-1,192218709 2Down
-1,191327766 2Down

NM_001135804 Fam134c NM_001107051 Ezh1 NM_001105843 Lsm12

family with seque NM_001135804 RefSeq enhancer of zest NM_001107051 RefSeq LSM12 homolog NM_001105843 RefSeq

Rattus norvegicus family with sequence similarity 13 Rattus norvegicus enhancer of zeste 1 polycomb re Rattus norvegicus LSM12 homolog (Lsm12), mRNA

TC1000003859.r	38,506

77,24172

0,49851298

-1,004297026 2Down

NM_053450

Hdac5

histone deacetyl NM_053450

RefSeq

Rattus norvegicus histone deacetylase 5 (Hdac5), m

TC1000003871.r	62,27301
TC1000003880.r	187,0112
TC1000003901.r	108,7252

148,8823
452,011
314,8427

0,41827007
0,413731524
0,345331812

-1,257493329 2Down
-1,273233207 2Down
-1,533944855 2Down

ENSRNOT00000 Gpatch8 NM_001100728 Ccdc43
NM_001009677 Plekhm1

G patch domain ENSRNOT00000 ENSEMBL coiled-coil domai NM_001100728 RefSeq pleckstrin homol NM_001009677 RefSeq

G patch domain containing 8 [gene_biotype:protein_ Rattus norvegicus coiled-coil domain containing 43 ( Rattus norvegicus pleckstrin homology domain cont

TC1000003909.r	1603,791

4065,459

0,394491987

-1,341932098 2Down

NM_031685

Gosr2

golgi SNAP rece NM_031685

RefSeq

Rattus norvegicus golgi SNAP receptor complex me

TC1000003921.r	1030,917

3850,002

0,26777051

-1,90093101 2Down

NM_001024793 Cdc27

cell division cycle NM_001024793 RefSeq

Rattus norvegicus cell division cycle 27 (Cdc27), mR

TC1000003948.r	133,2587

307,3874

0,433520372

-1,205828305 2Down

NM_031983

Smarcd2

SWI/SNF related NM_031983

RefSeq

Rattus norvegicus SWI/SNF related, matrix associat

TC1000003974.r	1192,74

2676,226

0,445679849

-1,165920362 2Down

NM_001270802 Kpna2

karyopherin alph NM_001270802 RefSeq

Rattus norvegicus karyopherin alpha 2 (Kpna2), tran

TC1000004025.r	183,6859

399,2344

0,460095373

-1,119995148 2Down

NM_198760

Slc16a6

solute carrier famNM_198760

RefSeq

Rattus norvegicus solute carrier family 16, member

TC1000004079.r	244,6828
TC1000004122.r	17,74376

549,2475
82,23698

0,445487326
0,21576376

-1,166543707 2Down
-2,212475528 2Down

NM_001107063 Cdc42ep4 NM_001108304 Gga3

CDC42 effector p NM_001107063 RefSeq golgi associated, NM_001108304 RefSeq

Rattus norvegicus CDC42 effector protein (Rho GTP Rattus norvegicus golgi associated, gamma adaptin

TC1000004139.r	14143,79

31616,42

0,447355836

-1,160505258 2Down

NM_138975

Wbp2

WW domain bind NM_138975

RefSeq

Rattus norvegicus WW domain binding protein 2 (W

TC1000004140.r	172,0834
TC1000004141.r	62,03034
TC1000004150.r	5976,274
TC1000004157.r	3873,997
TC1000004167.r	107,995
TC1000004168.r	684,056
TC1000004174.r	83,02001
TC1000004175.r	352,2693

1248,477
265,3697
21357,96
15371,97
316,2045
3946,724
231,2988
1702,794

0,137834658
0,233750651
0,279814833
0,25201695
0,341535304
0,173322482
0,358929705
0,206877226

-2,858989404 2Down
-2,096957715 2Down
-1,837455656 2Down
-1,988407324 2Down
-1,54989338 2Down
-2,528469292 2Down
-1,47822677 2Down
-2,273153256 2Down

NM_001109585 Trim47 NM_001135714 Trim65 NM_001108840 Srp68 ENSRNOT00000 Srp68 ENSRNOT00000 Ube2o NM_001107067 Rhbdf2 NM_001012143 Jmjd6 NM_001009720 Srsf2

tripartite motif-co NM_001109585 RefSeq tripartite motif-co NM_001135714 RefSeq signal recognitio NM_001108840 RefSeq signal recognitio ENSRNOT00000 ENSEMBL ubiquitin-conjuga ENSRNOT00000 ENSEMBL rhomboid 5 hom NM_001107067 RefSeq jumonji domain c NM_001012143 RefSeq serine/arginine-ri NM_001009720 RefSeq

Rattus norvegicus tripartite motif-containing 47 (Trim Rattus norvegicus tripartite motif-containing 65 (Trim Rattus norvegicus signal recognition particle 68 (Srp signal recognition particle 68 [gene_biotype:protein_ ubiquitin-conjugating enzyme E2O [gene_biotype:pr Rattus norvegicus rhomboid 5 homolog 2 (Drosophil Rattus norvegicus jumonji domain containing 6 (Jmj Rattus norvegicus serine/arginine-rich splicing facto

TC1000004208.r	109,0447

340,1955

0,320535398

-1,641444407 2Down

NM_139096

Lgals3bp

lectin, galactosid NM_139096

RefSeq

Rattus norvegicus lectin, galactoside-binding, solubl

TC1000004232.r	52,20388
TC1000004267.r	10,89979

179,2822
23,26346

0,291182728
0,468536924

-1,780003315 2Down
-1,093765347 2Down

ENSRNOT00000 Sgsh ENSRNOT00000 Pde6g

N-sulfoglucosam ENSRNOT00000 ENSEMBL phosphodiestera ENSRNOT00000 ENSEMBL

N-sulfoglucosamine sulfohydrolase [gene_biotype:p phosphodiesterase 6G, cGMP-specific, rod, gamma

TC1000004300.r	11716,96

24300,72

0,482165137

-1,052400753 2Down

NM_139060

Csnk1d

casein kinase 1, NM_139060

RefSeq

Rattus norvegicus casein kinase 1, delta (Csnk1d),

TC1000004324.r	72,0586

219,5515

0,328208188

-1,607316864 2Down

mRNARGD7752 LOC102553917 putative zinc fing mRNARGD7752 Rat Genome Dat putative zinc finger protein 724-like

TC1000004335.r	38034,7
TC1000004355.r	77,72824

105045,6
2740,25

0,362077993
0,028365383

-1,465627603 2Down
-5,13972486 2Down

NM_001007800 Glyr1 ENSRNOT00000 XAF1

glyoxylate reduct NM_001007800 RefSeq XIAP associated ENSRNOT00000 ENSEMBL

Rattus norvegicus glyoxylate reductase 1 homolog ( XIAP associated factor-1 [gene_biotype:protein_cod

TC1000004360.r	271,0576

815,4391

0,33240692

-1,588977677 2Down

NM_053525

Ddx52

DEAD (Asp-Glu- NM_053525

RefSeq

Rattus norvegicus DEAD (Asp-Glu-Ala-Asp) box pol

TC1000004364.r	1860,369
TC1000004373.r	118,8102
TC1000004396.r	18,51132

3730,406
252,9416
42,36496

0,498704162
0,469713958
0,436948837

-1,00374385 2Down
-1,090145631 2Down
-1,194463733 2Down

NM_001033867 Cdk12 ENSRNOT00000 Rundc1 ENSRNOT00000 Wdr90

cyclin-dependent NM_001033867 RefSeq RUN domain con ENSRNOT00000 ENSEMBL
WD repeat doma ENSRNOT00000 ENSEMBL

Rattus norvegicus cyclin-dependent kinase 12 (Cdk RUN domain containing 1 [gene_biotype:protein_co WD repeat domain 90 [gene_biotype:protein_coding

TC1000004402.r	105,1434

222,4837

0,472589228

-1,08134135 2Down

NM_080897

Bnip1

BCL2/adenovirus NM_080897

RefSeq

Rattus norvegicus BCL2/adenovirus E1B interacting

TC1000004410.r	18,55019

37,40131

0,495977013

-1,011654838 2Down

NM_001134799 Tmem95

transmembrane

NM_001134799 RefSeq

Rattus norvegicus transmembrane protein 95 (Tme

TC1000004412.r	30065,12

64296,48

0,467601337

-1,096649041 2Down

NM_022511

Pfn1

profilin 1

NM_022511

RefSeq

Rattus norvegicus profilin 1 (Pfn1), mRNA.

TC1000004419.r	77,50092

382,817

0,202449003

-2,304369556 2Down

NM_182820

Strada

STE20-related ki NM_182820

RefSeq

Rattus norvegicus STE20-related kinase adaptor alp

TC1100000028.r

19,10786

57,15832

0,334297089

-1,580797302 2Down

mRNARGD7606 LOC102549637 filaggrin-2-like

mRNARGD7606 Rat Genome Dat filaggrin-2-like

TC1100000224.r TC1100000244.r TC1100000250.r TC1100000253.r TC1100000315.r

12,75016
11918,18
2259,683
1694,193
483,0428

30,03039
64966,55
19269,86
7694,031
1812,867

0,424575239
0,183451022
0,117265149
0,22019576
0,26645242

-1,23590786 2Down
-2,446533152 2Down
-3,092153787 2Down
-2,183141409 2Down
-1,908050157 2Down

NM_001191662 Hunk ENSRNOT00000 Ifnar2 NM_001105893 Ifnar1 NM_001108313 Ifngr2 NM_001107109 Morc3

hormonally upregNM_001191662 RefSeq interferon (alpha, ENSRNOT00000 ENSEMBL interferon (alpha, NM_001105893 RefSeq interferon gamm NM_001108313 RefSeq MORC family CWNM_001107109 RefSeq

Rattus norvegicus hormonally upregulated Neu-ass interferon (alpha, beta and omega) receptor 2 [gene Rattus norvegicus interferon (alpha, beta and omeg Rattus norvegicus interferon gamma receptor 2 (Ifng Rattus norvegicus MORC family CW-type zinc finge

TC1100000329.r TC1100000447.r

1690,574
2316,322

4720,448
5742,431

0,358138465
0,403369583

-1,481410619 2Down
-1,309825795 2Down

NM_012791 NM_207602

Dyrk1a St3gal6

dual-specificity ty NM_012791 ST3 beta-galacto NM_207602

RefSeq RefSeq

Rattus norvegicus dual-specificity tyrosine-(Y)-phos Rattus norvegicus ST3 beta-galactoside alpha-2,3-s

TC1100000469.r TC1100000476.r

10,14879
7,71874

32,23306
16,77312

0,314856548
0,460185106

-1,667233424 2Down
-1,119713805 2Down

NM_001191074 Tmem45a NM_001191074_ Tmem45a

transmembrane transmembrane

NM_001191074 RefSeq
NM_001191074_ RefSeq

Rattus norvegicus transmembrane protein 45A (Tme transmembrane protein 45A (Tmem45a), mRNA

TC1100000525.r

55,67791

124,7697

0,446245443

-1,16409066 2Down

mRNARGD6486 LOC100912484 HMG box transcr mRNARGD6486 Rat Genome Dat HMG box transcription factor BBX-like

TC1100000567.r TC1100000603.r

350,8513
42,20888

880,8503
124,9927

0,398309792
0,337690761

-1,328037147 2Down
-1,566225386 2Down

ENSRNOT00000 Phldb2 NM_001025015 Gtpbp8

pleckstrin homol ENSRNOT00000 ENSEMBL GTP-binding pro NM_001025015 RefSeq

pleckstrin homology-like domain, family B, member Rattus norvegicus GTP-binding protein 8 (putative) (

TC1100000611.r TC1100000638.r

209,3437
164,1042

755,3536
338,2668

0,277146624
0,485132446

-1,851278662 2Down
-1,043549424 2Down

NM_213627 NM_138882

Zdhhc23 Pla1a

zinc finger, DHH NM_213627 phospholipase A NM_138882

RefSeq RefSeq

Rattus norvegicus zinc finger, DHHC-type containin Rattus norvegicus phospholipase A1 member A (Pla

TC1100000660.r TC1100000696.r TC1100000701.r TC1100000758.r TC1100000798.r

82,08235
641,5825
2086,77
90,81126
119,0537

204,0155
3622,891
12832,89
251,1849
252,0774

0,402333891
0,177091306
0,162611072
0,361531525
0,472290257

-1,313534824 2Down
-2,497434705 2Down
-2,620502603 2Down
-1,467806641 2Down
-1,082254321 2Down

ENSRNOT00000 --- NM_001109053 Dtx3l NM_001191659 Parp14 ENSRNOT00000 Fbxo45 NM_001013421 Lsg1

Uncharacterized ENSRNOT00000 ENSEMBL deltex 3 like, E3 NM_001109053 RefSeq poly (ADP-ribose NM_001191659 RefSeq
F-box protein 45 ENSRNOT00000 ENSEMBL large 60S subuni NM_001013421 RefSeq

Uncharacterized protein
Rattus norvegicus deltex 3 like, E3 ubiquitin ligase ( Rattus norvegicus poly (ADP-ribose) polymerase fa F-box protein 45
Rattus norvegicus large 60S subunit nuclear export

TC1100000831.r

203,9138

536,2617

0,380250538

-1,394977805 2Down

NM_001109056 Mb21d2

Mab-21 domain

NM_001109056 RefSeq

Rattus norvegicus Mab-21 domain containing 2 (Mb

TC1100000870.r

485,822

1699,066

0,285934743

-1,806242167 2Down

NM_001107084 Bcl6

B-cell CLL/lymph NM_001107084 RefSeq

Rattus norvegicus B-cell CLL/lymphoma 6 (Bcl6), m

TC1100000906.r

87,65932

323,6415

0,270853151

-1,884417221 2Down

NM_031133

Thpo

thrombopoietin

NM_031133

RefSeq

Rattus norvegicus thrombopoietin (Thpo), mRNA.

TC1100000929.r

126,5777

718,287

0,176221622

-2,504537147 2Down

NM_031133_2

Thpo

thrombopoietin ( NM_031133_2

RefSeq

thrombopoietin (Thpo), mRNA

TC1100000974.r

9,923442

34,63337

0,28652834

-1,803250257 2Down

mRNARGD6723 LOC682352

Ig lambda chain mRNARGD6723 Rat Genome Dat Ig lambda chain V-VI region AR-like

TC1100000986.r

84,4702

261,6479

0,322839205

-1,631112308 2Down

NM_001108322 Tbx1

T-box 1

NM_001108322 RefSeq

Rattus norvegicus T-box 1 (Tbx1), mRNA.

TC1100001002.r

546,4171

1194,519

0,457436926

-1,128355263 2Down

Dgcr2.aSep08

Dgcr2

DiGeorge syndro Dgcr2.aSep08

Ace View

DiGeorge syndrome critical region gene 2

TC1100001013.r TC1100001060.r TC1100001073.r TC1100001140.r TC1100001244.r

53,88515
807,1316
509,5269
7,26678
14,65268

117,3477
1726,07
1360,07
27,86408
30,23173

0,459192213
0,467612322
0,37463285
0,260793825
0,484678846

-1,122829919 2Down
-1,096615149 2Down
-1,416450687 2Down
-1,939018385 2Down
-1,044898979 2Down

NM_001107079 Klhl22 NM_001005552 MGC95208 ENSRNOT00000 RGD1561853 NM_001105899 Lipi ENSRNOT00000 Krtap27-1

kelch-like family NM_001107079 RefSeq similar to 493045 NM_001005552 RefSeq similar to SET do ENSRNOT00000 ENSEMBL lipase, member I NM_001105899 RefSeq keratin associate ENSRNOT00000 ENSEMBL

Rattus norvegicus kelch-like family member 22 (Klhl Rattus norvegicus similar to 4930453N24Rik protein similar to SET domain-containing protein [gene_biot Rattus norvegicus lipase, member I (Lipi), mRNA. keratin associated protein 27-1 [gene_biotype:protei

TC1100001334.r TC1100001335.r

17162,93
1317,254

45727,15
3296,571

0,375333473
0,399583082

-1,413755138 2Down
-1,323432593 2Down

NM_153724 NM_017325

Rcan1 Runx1

regulator of calci NM_153724 runt-related trans NM_017325

RefSeq RefSeq

Rattus norvegicus regulator of calcineurin 1 (Rcan1) Rattus norvegicus runt-related transcription factor 1

TC1100001378.r

104,4064

246,0604

0,424312079

-1,236802344 2Down

ENSRNOT00000 Brwd1

bromodomain an ENSRNOT00000 ENSEMBL

bromodomain and WD repeat domain containing 1 [

TC1100001433.r

441,6706

965,6864

0,45736442

-1,128583958 2Down

NM_153309

Mina

myc induced nuc NM_153309

RefSeq

Rattus norvegicus myc induced nuclear antigen (Min

TC1100001508.r

2176,11

5566,499

0,390929739

-1,355018757 2Down

NM_019195

Cd47

Cd47 molecule

NM_019195

RefSeq

Rattus norvegicus Cd47 molecule (Cd47), mRNA.

TC1100001570.r

7,29649

20,15845

0,361956896

-1,46611019 2Down

NM_213630

Btla

B and T lymphoc NM_213630

RefSeq

Rattus norvegicus B and T lymphocyte associated (

TC1100001582.r TC1100001670.r TC1100001694.r

296,1987
363,1139
713,9872

712,0915
744,3212
1849,884

0,415955955
0,487845704
0,385963228

-1,265497323 2Down
-1,03550317 2Down
-1,373464691 2Down

NM_001009678 Nepro NM_001108319 Rabl3 NM_001103351 Parp9

nucleolus and ne NM_001009678 RefSeq RAB, member of NM_001108319 RefSeq poly (ADP-ribose NM_001103351 RefSeq

Rattus norvegicus similar to cDNA sequence BC027 Rattus norvegicus RAB, member of RAS oncogene Rattus norvegicus poly (ADP-ribose) polymerase fa

TC1100001701.r

135,5722

355,5706

0,38128068

-1,391074667 2Down

NM_134419

Hspbap1

Hspb associated NM_134419

RefSeq

Rattus norvegicus Hspb associated protein 1 (Hspb

TC1100001729.r TC1100001740.r TC1100001743.r

191,7826
17,8023
1529,186

857,2183
44,42788
7329,487

0,223726675
0,400701091
0,208634793

-2,160190815 2Down
-1,319401656 2Down
-2,260948329 2Down

ENSRNOT00000 Heg1 NM_001108843 Lmln ENSRNOT00000 Lrch3

heart developme ENSRNOT00000 ENSEMBL leishmanolysin-li NM_001108843 RefSeq leucine-rich repe ENSRNOT00000 ENSEMBL

heart development protein with EGF-like domains 1 Rattus norvegicus leishmanolysin-like (metallopeptid leucine-rich repeats and calponin homology (CH) do

TC1100001822.r

3904,767

15230,77

0,256373578

-1,96368051 2Down

ENSRNOT00000 LOC100360218 interleukin 13 rec ENSRNOT00000 ENSEMBL

ensembl:known chromosome:Rnor_6.0:11:7486280

TC1100001867.r TC1100001940.r TC1100001949.r TC1100002007.r

90,0636
2044,975
145,6768
1440,635

766,5891
4316,247
359,1772
5500,185

0,117486147
0,473785444
0,405584764
0,261924826

-3,089437434 2Down
-1,07769422 2Down
-1,301924636 2Down
-1,932775285 2Down

NM_001108321 Rtp4 NM_001107081 Dvl3 NM_001109057 Yeats2 NM_001108325 Med15

receptor (chemo NM_001108321 RefSeq dishevelled segmNM_001107081 RefSeq YEATS domain c NM_001109057 RefSeq mediator comple NM_001108325 RefSeq

Rattus norvegicus receptor (chemosensory) transpo Rattus norvegicus dishevelled segment polarity prot Rattus norvegicus YEATS domain containing 2 (Yea Rattus norvegicus mediator complex subunit 15 (Me

TC1100002051.r

68,1563

143,1748

0,476035587

-1,070858665 2Down

NM_199113

Popdc2

popeye domain c NM_199113

RefSeq

Rattus norvegicus popeye domain containing 2 (Pop

TC1200000164.r	255,9472
TC1200000205.r	632,3681
TC1200000221.r	105,9697
TC1200000275.r	28,95814
TC1200000283.r	119,0919

963,6943
1386,967
304,6631
72,21396
263,286

0,265589617
0,455935938
0,347825844
0,401004736
0,452329026

-1,912729348 2Down
-1,133096965 2Down
-1,523562962 2Down
-1,318308818 2Down
-1,144555517 2Down

NM_001108329 Lnx2 NM_001034140 Baiap2l1 NM_001105909 Usp42 ENSRNOT00000 Iqce NM_001107125 Ftsj2

ligand of numb-p NM_001108329 RefSeq BAI1-associated NM_001034140 RefSeq ubiquitin specific NM_001105909 RefSeq
IQ motif containi ENSRNOT00000 ENSEMBL FtsJ RNA methyl NM_001107125 RefSeq

Rattus norvegicus ligand of numb-protein X 2 (Lnx2) Rattus norvegicus BAI1-associated protein 2-like 1 ( Rattus norvegicus ubiquitin specific peptidase 42 (U IQ motif containing E [gene_biotype:protein_coding Rattus norvegicus FtsJ RNA methyltransferase hom

TC1200000295.r	21,71543

47,64691

0,455757362

-1,133662135 2Down

ENSRNOT00000 Micall2

MICAL-like 2

ENSRNOT00000 ENSEMBL

MICAL-like 2 [gene_biotype:protein_coding transcrip

TC1200000297.r	19149,19

48011,4

0,398846732

-1,326093637 2Down

NM_001008363 Zfand2a

zinc finger, AN1-t NM_001008363 RefSeq

Rattus norvegicus zinc finger, AN1-type domain 2A (

TC1200000311.r

40,51876

130,3413

0,310866625

-1,68563236 2Down

NM_001107128 Zfp68

zinc finger protei NM_001107128 RefSeq

Rattus norvegicus zinc finger protein 68 (Zfp68), tra

TC1200000390.r	1019,177

2238,773

0,455239097

-1,135303628 2Down

NM_012620

Serpine1

serpin peptidase NM_012620

RefSeq

Rattus norvegicus serpin peptidase inhibitor, clade E

TC1200000401.r	209,2014

539,8765

0,387498622

-1,367736914 2Down

NM_001013981 Lrwd1

leucine-rich repe NM_001013981 RefSeq

Rattus norvegicus leucine-rich repeats and WD repe

TC1200000444.r	11,16635

124,9926

0,089336089

-3,484613098 2Down

NM_021997

Clip2

CAP-GLY domai NM_021997

RefSeq

Rattus norvegicus CAP-GLY domain containing link

TC1200000447.r	97,09121

306,3986

0,316878765

-1,657997111 2Down

NM_001001504 Gtf2ird1

GTF2I repeat do NM_001001504 RefSeq

Rattus norvegicus GTF2I repeat domain containing

TC1200000502.r	81,01801

322,9897

0,250837751

-1,995173604 2Down

ENSRNOT00000 LOC100912262 general transcrip ENSRNOT00000 ENSEMBL

general transcription factor II-I repeat domain-contai

TC1200000610.r	341,3901

714,4872

0,477811359

-1,065486944 2Down

NM_001014128 Rsrc2

arginine/serine-ri NM_001014128 RefSeq

Rattus norvegicus arginine/serine-rich coiled-coil 2 (

TC1200000616.r	109,5572
TC1200000671.r	486,1156
TC1200000752.r	16808
TC1200000789.r	1331,121
TC1200000814.r	8,959647

304,7562
1639,607
34422,97
6536,93
18,14692

0,359491292
0,296482999
0,488278612
0,203630909
0,493728247

-1,475971271 2Down
-1,753978717 2Down
-1,034223511 2Down
-2,295971529 2Down
-1,018210909 2Down

NM_022961 NM_053760 NM_053612 NM_012669 NM_134404

Vps33a Trafd1 Hspb8 Hnf1a Svop

vacuolar protein NM_022961 TRAF type zinc f NM_053760 heat shock prote NM_053612 HNF1 homeobox NM_012669 SV2 related prot NM_134404

RefSeq RefSeq RefSeq RefSeq RefSeq

Rattus norvegicus vacuolar protein sorting 33 homol Rattus norvegicus TRAF type zinc finger domain co Rattus norvegicus heat shock protein B8 (Hspb8), m Rattus norvegicus HNF1 homeobox A (Hnf1a), mRN Rattus norvegicus SV2 related protein (Svop), mRN

TC1200000817.r	7111,041
TC1200000819.r	27,75796
TC1200000822.r	76,67483
TC1200000869.r	174,7666
TC1200000881.r	255,9106
TC1200001004.r	363,0303

15256,08
70,36727
172,7081
369,5185
515,6642
996,7278

0,466111937
0,394472601
0,44395619
0,472957646
0,496273738
0,364222108

-1,101251634 2Down
-1,342002998 2Down
-1,171510779 2Down
-1,0802171 2Down
-1,010791984 2Down
-1,457109601 2Down

NM_001109327 Coro1c
NM_001013230 Selplg NM_001107156 Sart3 NM_001025563 Pus1 NM_001025272 Pgam5 NM_001105906 Uspl1

coronin, actin bin NM_001109327 RefSeq selectin P ligand NM_001013230 RefSeq squamous cell caNM_001107156 RefSeq pseudouridylate NM_001025563 RefSeq phosphoglycerat NM_001025272 RefSeq ubiquitin specific NM_001105906 RefSeq

Rattus norvegicus coronin, actin binding protein 1C Rattus norvegicus selectin P ligand (Selplg), mRNA. Rattus norvegicus squamous cell carcinoma antigen Rattus norvegicus pseudouridylate synthase 1 (Pus Rattus norvegicus phosphoglycerate mutase family Rattus norvegicus ubiquitin specific peptidase like 1

TC1200001146.r TC1200001171.r

85,6508
63,43614

715,8734
218,8508

0,119645177
0,289860215

-3,063165847 2Down
-1,786570765 2Down

NM_001037219 Foxk1 ENSRNOT00000 Brat1

forkhead box K1 NM_001037219 RefSeq BRCA1-associat ENSRNOT00000 ENSEMBL

Rattus norvegicus forkhead box K1 (Foxk1), mRNA. BRCA1-associated ATM activator 1 [gene_biotype:p

TC1200001200.r	318,7759
TC1200001202.r	935,289
TC1200001245.r	92,59747
TC1200001256.r	529,8056
TC1200001257.r	8,416563

869,9908
2161,896
259,0507
1153,289
17,11931

0,366412955
0,432624419
0,357449217
0,459386676
0,491641486

-1,448457582 2Down
-1,208812997 2Down
-1,484189801 2Down
-1,122219082 2Down
-1,024321437 2Down

NM_001007147 Sun1 NM_001134857 Dnaaf5 NM_001004203 Mcm7 NM_001024969 RGD1305455 NM_001109064 Gal3st4

Sad1 and UNC8 NM_001007147 RefSeq dynein, axonema NM_001134857 RefSeq minichromosome NM_001004203 RefSeq similar to hypoth NM_001024969 RefSeq galactose-3-O-su NM_001109064 RefSeq

Rattus norvegicus Sad1 and UNC84 domain contain Rattus norvegicus dynein, axonemal, assembly fact Rattus norvegicus minichromosome maintenance co Rattus norvegicus similar to hypothetical protein FLJ Rattus norvegicus galactose-3-O-sulfotransferase 4

TC1200001287.r	692,39

2095,136

0,330474967

-1,597387102 2Down

NM_031700

Cldn3

claudin 3

NM_031700

RefSeq

Rattus norvegicus claudin 3 (Cldn3), mRNA.

TC1200001299.r	10,9854

27,47435

0,399842034

-1,322497948 2Down

NM_001105917 Actl6b

actin-like 6B

NM_001105917 RefSeq

Rattus norvegicus actin-like 6B (Actl6b), mRNA.

TC1200001302.r	23,84176
TC1200001336.r	74,87135
TC1200001514.r	113,7027
TC1200001535.r	3861,732
TC1200001546.r	412,0046

50,61784
211,966
242,2584
16053,89
1098,722

0,471014962
0,353223394
0,469344716
0,240548054
0,374985301

-1,086155206 2Down
-1,501347198 2Down
-1,091280177 2Down
-2,055602966 2Down
-1,41509405 2Down

NM_001107133 Gigyf1 NM_001107157 Dtx2 NM_001017487 Bri3bp NM_001246665 Setd8 NM_001134763 Hip1r

GRB10 interactin NM_001107133 RefSeq deltex 2, E3 ubiq NM_001107157 RefSeq Bri3 binding prot NM_001017487 RefSeq SET domain con NM_001246665 RefSeq huntingtin interac NM_001134763 RefSeq

Rattus norvegicus GRB10 interacting GYF protein 1 Rattus norvegicus deltex 2, E3 ubiquitin ligase (Dtx2 Rattus norvegicus Bri3 binding protein (Bri3bp), mR Rattus norvegicus SET domain containing (lysine m Rattus norvegicus huntingtin interacting protein 1 rel

TC1200001560.r	171,2039

362,4498

0,472352033

-1,082065626 2Down

ENSRNOT00000 Mlxip

MLX interacting

ENSRNOT00000 ENSEMBL

MLX interacting protein [gene_biotype:protein_codin

TC1200001577.r	264,6716

574,0624

0,461050227

-1,117004167 2Down

NM_001013982 Orai1

ORAI calcium rel NM_001013982 RefSeq

Rattus norvegicus ORAI calcium release-activated c

TC1200001606.r	123,0532

1159,098

0,106162896

-3,235648469 2Down

mRNARGD6489 LOC100911975 P2X purinocepto mRNARGD6489 Rat Genome Dat P2X purinoceptor 7-like

TC1200001615.r	2631,919

8324,097

0,316180722

-1,661178687 2Down

ENSRNOT00000 Atxn2

ataxin 2

ENSRNOT00000 ENSEMBL

ataxin 2 [gene_biotype:protein_coding transcript_bio

TC1200001626.r	1053,575
TC1200001643.r	425,3599
TC1200001652.r	125,5814

6396,48
1482,087
386,3068

0,164711685
0,287000628
0,325082033

-2,601985187 2Down
-1,8008742 2Down
-1,621124272 2Down

NM_001047900 Naa25 NM_001191548 Ddx54 ENSRNOT00000 Rbm19

N(alpha)-acetyltr NM_001047900 RefSeq DEAD (Asp-Glu- NM_001191548 RefSeq
RNA binding mot ENSRNOT00000 ENSEMBL

Rattus norvegicus N(alpha)-acetyltransferase 25, Na Rattus norvegicus DEAD (Asp-Glu-Ala-Asp) box pol RNA binding motif protein 19 [gene_biotype:protein_

TC1200001704.r	175,7689

882,3579

0,199203634

-2,32768413 2Down

NM_001024254 Taok3

TAO kinase 3

NM_001024254 RefSeq

Rattus norvegicus TAO kinase 3 (Taok3), mRNA.

TC1200001735.r	683,2651
TC1200001765.r	40,36526
TC1200001768.r	18,39289
TC1200001780.r	62,81018
TC1200001887.r	191,9221
TC1200001892.r	31,08768
TC1200001894.r	18,33913
TC1300000017.r	21,51167
TC1300000076.r	782,8617

1518,693
100,0986
187,2012
212,9314
574,9975
65,53025
57,08399
76,67858
1621,615

0,449903371
0,403254991
0,098251988
0,294978477
0,333779016
0,474401975
0,321265735
0,280543406
0,482766686

-1,152312919 2Down
-1,310235707 2Down
-3,347369595 2Down
-1,761318404 2Down
-1,583034835 2Down
-1,07581808 2Down
-1,638160979 2Down
-1,833704091 2Down
-1,05060197 2Down

NM_001013046 Rab35 NM_001009681 Oasl NM_001009682 Oasl2 NM_001143894 Ube3b NM_001025425 Map2k7 NM_001044284 Tsc22d4 NM_001044284_ Tsc22d4
NM_001047866 Cntnap5c NM_001122677 Zcchc2

RAB35, member NM_001013046 RefSeq 2-5-oligoadenyla NM_001009681 RefSeq 2-5 oligoadenyla NM_001009682 RefSeq ubiquitin protein l NM_001143894 RefSeq mitogen activate NM_001025425 RefSeq TSC22 domain f NM_001044284 RefSeq TSC22 domain f NM_001044284_ RefSeq contactin associa NM_001047866 RefSeq zinc finger, CCH NM_001122677 RefSeq

Rattus norvegicus RAB35, member RAS oncogene Rattus norvegicus 2-5-oligoadenylate synthetase-lik Rattus norvegicus 2-5 oligoadenylate synthetase-lik Rattus norvegicus ubiquitin protein ligase E3B (Ube Rattus norvegicus mitogen activated protein kinase Rattus norvegicus TSC22 domain family, member 4 TSC22 domain family, member 4 (Tsc22d4), mRNA Rattus norvegicus contactin associated protein-like Rattus norvegicus zinc finger, CCHC domain contai

TC1300000119.r

1715,213

15619,31

0,109813622

-3,186871072 2Down

ENSRNOT00000 Clasp1

cytoplasmic linke ENSRNOT00000 ENSEMBL

cytoplasmic linker associated protein 1 [gene_biotyp

TC1300000226.r	15,49841

34,91196

0,443928384

-1,171601139 2Down

ENSRNOT00000 Fcamr

Fc receptor, IgA, ENSRNOT00000 ENSEMBL

Fc receptor, IgA, IgM, high affinity [gene_biotype:pro

TC1300000235.r	9,865952

20,73225

0,47587464

-1,071346522 2Down

NM_017205

Avpr1b

arginine vasopre NM_017205

RefSeq

Rattus norvegicus arginine vasopressin receptor 1B

TC1300000237.r	117,3439
TC1300000279.r	641,8001

297,5396
2433,644

0,394380782
0,263719796

-1,342338845 2Down
-1,922922223 2Down

NM_001109328 Rab7b ENSRNOT00000 ---

Rab7b, member NM_001109328 RefSeq Protein Plekha6 ENSRNOT00000 ENSEMBL

Rattus norvegicus Rab7b, member RAS oncogene f Protein Plekha6

TC1300000288.r	112,5189

231,8327

0,485345251

-1,042916719 2Down

NM_001105952 Sox13

SRY box 13

NM_001105952 RefSeq

Rattus norvegicus SRY (sex determining region Y)-b

TC1300000317.r	379,5474
TC1300000328.r	1496,086
TC1300000448.r	492,6404
TC1300000461.r	59,79229

1041,275
3271,249
1137,797
310,4373

0,364502557
0,457343969
0,432977412
0,192606655

-1,45599916 2Down
-1,12864847 2Down
-1,207636333 2Down
-2,376270541 2Down

NM_001107177 Kdm5b NM_001109071 Arl8a NM_001107185 Tpr NM_001037192 Trmt1l

lysine (K)-specifi NM_001107177 RefSeq ADP-ribosylation NM_001109071 RefSeq translocated pro NM_001107185 RefSeq tRNA methyltran NM_001037192 RefSeq

Rattus norvegicus lysine (K)-specific demethylase 5 Rattus norvegicus ADP-ribosylation factor-like 8A (A Rattus norvegicus translocated promoter region, nuc Rattus norvegicus tRNA methyltransferase 1-like (Tr

TC1300000466.r	1684,053

9119,684

0,184661333

-2,437046292 2Down

NM_022242

Fam129a

family with seque NM_022242

RefSeq

Rattus norvegicus family with sequence similarity 12

TC1300000524.r	379,3111

1125,276

0,337082725

-1,568825403 2Down

NM_031665

Stx6

syntaxin 6

NM_031665

RefSeq

Rattus norvegicus syntaxin 6 (Stx6), mRNA.

TC1300000589.r	845,9755

6278,455

0,134742624

-2,891721797 2Down

NM_001162897 LOC100302372 hypothetical prot NM_001162897 RefSeq

Rattus norvegicus hypothetical protein LOC1003023

TC1300000647.r	31,73442

86,1597

0,36832092

-1,440964751 2Down

NM_001025668 Mettl18

methyltransferas NM_001025668 RefSeq

Rattus norvegicus methyltransferase like 18 (Mettl18

TC1300000754.r	132,5731
TC1300000758.r	1441,643
TC1300000763.r	313,2813

312,3647
3916,881
1037,351

0,424417676
0,368058922
0,302001251

-1,236443353 2Down
-1,44199135 2Down
-1,727373568 2Down

NM_023959 NM_031800 NM_031777

Adamts4 Dedd Usf1

ADAM metallope NM_023959 death effector do NM_031800 upstream transcr NM_031777

RefSeq RefSeq RefSeq

Rattus norvegicus ADAM metallopeptidase with thro Rattus norvegicus death effector domain-containing Rattus norvegicus upstream transcription factor 1 (U

TC1300000765.r	88776,9
TC1300000770.r	20,34785

231696,5
62,28818

0,383160298
0,326672733

-1,383980014 2Down
-1,614082055 2Down

NM_053796 NM_139103

F11r Cd48

F11 receptor Cd48 molecule

NM_053796 NM_139103

RefSeq RefSeq

Rattus norvegicus F11 receptor (F11r), mRNA. Rattus norvegicus Cd48 molecule (Cd48), mRNA.

TC1300000864.r	9,146984

22,13577

0,413221858

-1,275011526 2Down

NM_001109549 LOC689766

hypothetical prot NM_001109549 RefSeq

Rattus norvegicus hypothetical protein LOC689766

TC1300000905.r	102,8076

208,1465

0,493919427

-1,017652381 2Down

ENSRNOT00000 Lin9

Protein Lin9

ENSRNOT00000 ENSEMBL

Protein Lin9

TC1300000917.r	60989,8

192290,9

0,317174656

-1,6566506 2Down

mRNARGD2699 LOC690147

similar to Epoxid mRNARGD2699 Rat Genome Dat similar to Epoxide hydrolase 1 (Microsomal epoxide

TC1300000949.r	1858,777
TC1300000985.r	2335,772
TC1300001021.r	1457,516
TC1300001057.r	56,6733
TC1300001380.r	383,8864
TC1300001381.r	591,6261

12959,82
7662,821
3654,173
185,909
1128,71
1238,824

0,143426143
0,304818813
0,398863436
0,304844306
0,340110746
0,477570745

-2,801620077 2Down
-1,713976149 2Down
-1,326033216 2Down
-1,713855498 2Down
-1,555923506 2Down
-1,066213634 2Down

NM_001127600 Aida NM_001105734 Dusp10 NM_001107201 Prox1 NM_001191675 Ints7 NM_001108854 Ikbke NM_001134958 Srgap2

axin interactor, d NM_001127600 RefSeq dual specificity p NM_001105734 RefSeq prospero homeo NM_001107201 RefSeq integrator compleNM_001191675 RefSeq inhibitor of kappa NM_001108854 RefSeq SLIT-ROBO Rho NM_001134958 RefSeq

Rattus norvegicus axin interactor, dorsalization asso Rattus norvegicus dual specificity phosphatase 10 ( Rattus norvegicus prospero homeobox 1 (Prox1), m Rattus norvegicus integrator complex subunit 7 (Ints Rattus norvegicus inhibitor of kappa light polypeptid Rattus norvegicus SLIT-ROBO Rho GTPase activati

TC1300001434.r	7382,246

22611,24

0,326485677

-1,614908393 2Down

NM_017259

Btg2

BTG family, mem NM_017259

RefSeq

Rattus norvegicus BTG family, member 2 (Btg2), mR

TC1300001480.r	30,71181
TC1300001618.r	114,7573

70,17193
261,1069

0,437665175
0,439503131

-1,192100503 2Down
-1,186054653 2Down

NM_001134502 RGD1311892 NM_001105960 Swt1

similar to hypoth NM_001134502 RefSeq SWT1 RNA endo NM_001105960 RefSeq

Rattus norvegicus similar to hypothetical protein FLJ Rattus norvegicus SWT1 RNA endoribonuclease ho

TC1300001635.r	3201,248
TC1300001680.r	887,4235
TC1300001685.r	213,6292
TC1300001688.r	1306,805
TC1300001696.r	612,0798
TC1300001706.r	169,8802

11649,18
1964,068
440,7085
3036,361
1421,439
409,2357

0,274804579
0,451829315
0,484740367
0,430385254
0,430605745
0,415115788

-1,863522054 2Down
-1,146150217 2Down
-1,044715866 2Down
-1,216299446 2Down
-1,215560526 2Down
-1,268414293 2Down

NM_001191549 Smg7 NM_001105992 Xpr1 NM_001109898 Qsox1 ENSRNOT00000 Cep350 NM_001107187 Fam20b NM_001107188 Rasal2

SMG7 nonsense NM_001191549 RefSeq xenotropic and p NM_001105992 RefSeq quiescin Q6 sulfh NM_001109898 RefSeq centrosomal prot ENSRNOT00000 ENSEMBL family with seque NM_001107187 RefSeq RAS protein acti NM_001107188 RefSeq

Rattus norvegicus SMG7 nonsense mediated mRN Rattus norvegicus xenotropic and polytropic retrovir Rattus norvegicus quiescin Q6 sulfhydryl oxidase 1 centrosomal protein 350 [gene_biotype:protein_codi Rattus norvegicus family with sequence similarity 20 Rattus norvegicus RAS protein activator like 2 (Rasa

TC1300001773.r	8198,962

17118,15

0,478963089

-1,062013615 2Down

NR_111961

Prrc2c

proline-rich coile NR_111961

RefSeq

Rattus norvegicus proline-rich coiled-coil 2C (Prrc2c

TC1300001793.r	25,38457
TC1300001842.r	252,6591

63,58237
1410,005

0,399239129
0,179190216

-1,324674971 2Down
-2,480436231 2Down

NM_001017493 LOC498265 NM_001100639 Pou2f1

similar to hypoth NM_001017493 RefSeq POU class 2 homNM_001100639 RefSeq

Rattus norvegicus similar to hypothetical protein FLJ Rattus norvegicus POU class 2 homeobox 1 (Pou2f

TC1300001885.r	149,135
TC1300001893.r	137,621

608,349
278,7912

0,245147111
0,493634663

-2,028280333 2Down
-1,018484391 2Down

NM_138922 NM_022248

Nos1ap Dusp12

nitric oxide synth NM_138922 dual specificity p NM_022248

RefSeq RefSeq

Rattus norvegicus nitric oxide synthase 1 (neuronal) Rattus norvegicus dual specificity phosphatase 12 (

TC1300001938.r	306,4845

685,4039

0,447158967

-1,161140287 2Down

NM_001013231 Pea15

phosphoprotein eNM_001013231 RefSeq

Rattus norvegicus phosphoprotein enriched in astro

TC1300001948.r	11019,7

106461,8

0,103508488

-3,27217901 2Down

NM_001013127 Tagln2

transgelin 2

NM_001013127 RefSeq

Rattus norvegicus transgelin 2 (Tagln2), mRNA.

TC1300002061.r	578,7988

1535,73

0,376888385

-1,407790759 2Down

NM_031087

Psen2

presenilin 2

NM_031087

RefSeq

Rattus norvegicus presenilin 2 (Psen2), mRNA.

TC1300002080.r	56546,1
TC1300002131.r	854,4552

187798,9
3106,171

0,301099208
0,275083117

-1,731689183 2Down
-1,862060498 2Down

NM_001034090 Ephx1 NM_001100857 RGD1310587

epoxide hydrolas NM_001034090 RefSeq similar to hypoth NM_001100857 RefSeq

Rattus norvegicus epoxide hydrolase 1, microsomal Rattus norvegicus similar to hypothetical protein FLJ

TC1300002132.r	76,88708

170,174

0,451814496

-1,146197537 2Down

NM_053947

Mark1

MAP/microtubule NM_053947

RefSeq

Rattus norvegicus MAP/microtubule affinity-regulatin

TC1300002159.r	185,4112
TC1300002180.r	143,5116
TC1300002202.r	141,0939

470,537
345,4504
410,2094

0,394041701
0,415433301
0,343955794

-1,343579777 2Down
-1,267311228 2Down
-1,539704935 2Down

NM_001009702 Rrp15 NM_001107199 Kctd3 NM_001105984 Rps6kc1

ribosomal RNA p NM_001009702 RefSeq potassium chann NM_001107199 RefSeq ribosomal protein NM_001105984 RefSeq

Rattus norvegicus ribosomal RNA processing 15 ho Rattus norvegicus potassium channel tetramerizatio Rattus norvegicus ribosomal protein S6 kinase, poly

TC1400000031.r	5249,216

12879,88

0,407551623

-1,294945283 2Down

NM_022287

Slc26a1

solute carrier famNM_022287

RefSeq

Rattus norvegicus solute carrier family 26 (anion exc

TC1400000049.r	171,9301

503,85

0,341232708

-1,551172155 2Down

NM_001170456 Fam69a

family with seque NM_001170456 RefSeq

Rattus norvegicus family with sequence similarity 69

TC1400000070.r	6,878953

17,00427

0,404542683

-1,305636168 2Down

NM_001191101

Hfm1

HFM1, ATP-depe NM_001191101

RefSeq

Rattus norvegicus HFM1, ATP-dependent DNA helic

TC1400000097.r	29,64073

111,9651

0,264731867

-1,917396224 2Down

mRNARGD7637 LOC102554096 guanylate-bindin mRNARGD7637 Rat Genome Dat guanylate-binding protein 6-like

TC1400000099.r	53,47329
TC1400000169.r	77,21765

2488,325
160,6962

0,021489673
0,480519452

-5,540212675 2Down
-1,05733326 2Down

ENSRNOT00000 Mpa2l NM_001014134 Helq

macrophage acti ENSRNOT00000 ENSEMBL helicase, POLQ-l NM_001014134 RefSeq

similar to ATP-binding cassette sub-family G membe Rattus norvegicus helicase, POLQ-like (Helq), mRN

TC1400000179.r	1713,058

3586,896

0,477587864

-1,066161917 2Down

NM_033021

Sec31a

SEC31 homolog NM_033021

RefSeq

Rattus norvegicus SEC31 homolog A, COPII coat co

TC1400000202.r	8441,945
TC1400000210.r	1696,139

23196,53
4805,449

0,363931372
0,352961607

-1,458261672 2Down
-1,502416832 2Down

ENSRNOT00000 Antxr2 NM_001012033 Paqr3

anthrax toxin rec ENSRNOT00000 ENSEMBL progestin and ad NM_001012033 RefSeq

anthrax toxin receptor 2 [gene_biotype:protein_codi Rattus norvegicus progestin and adipoQ receptor fa

TC1400000251.r	20470,4
TC1400000253.r	5450,051

197996,5
18401,5

0,103387686
0,296174279

-3,273863729 2Down
-1,755481737 2Down

NM_182952 NM_145672

Cxcl11 Cxcl9

chemokine (C-X- NM_182952 chemokine (C-X- NM_145672

RefSeq RefSeq

Rattus norvegicus chemokine (C-X-C motif) ligand 1 Rattus norvegicus chemokine (C-X-C motif) ligand 9

TC1400000259.r	6696,415
TC1400000284.r	876,3805
TC1400000329.r	1152,266
TC1400000432.r	315,7198

21013,18
1811,512
3593,876
746,8066

0,318676897
0,483783988
0,320619298
0,422759788

-1,649833662 2Down
-1,047565074 2Down
-1,641066832 2Down
-1,242089937 2Down

NM_001013989 G3bp2 NM_001105999 Ankrd17 NM_001107213 Uba6 NM_001191596 Usp46

GTPase activatin NM_001013989 RefSeq ankyrin repeat doNM_001105999 RefSeq ubiquitin-like mo NM_001107213 RefSeq ubiquitin specific NM_001191596 RefSeq

Rattus norvegicus GTPase activating protein (SH3 d Rattus norvegicus ankyrin repeat domain 17 (Ankrd Rattus norvegicus ubiquitin-like modifier activating e Rattus norvegicus ubiquitin specific peptidase 46 (U

TC1400000465.r	8,841857

28,26888

0,312777054

-1,676793419 2Down

NM_080587

Gabra4

gamma-aminobu NM_080587

RefSeq

Rattus norvegicus gamma-aminobutyric acid (GABA

TC1400000580.r	2000,547

6164,082

0,324549057

-1,623491531 2Down

NM_001271306 Wdr82

WD repeat doma NM_001271306 RefSeq

Rattus norvegicus WD repeat domain 82 (Wdr82), m

TC1400000745.r	24,98919

51,6664

0,483664238

-1,047922225 2Down

ENSRNOT00000 Nkx3-2

---

ENSRNOT00000 ENSEMBL

---

TC1400000798.r	481,3833
TC1400000799.r	399,2682
TC1400000820.r	33,8706

2465,774
1517,572
72,7935

0,195226043
0,26309671
0,465297039

-2,356782578 2Down
-1,926334888 2Down
-1,103776089 2Down

NM_001109388 LOC680039 NM_001012152 Tbc1d14 NM_001191680 Mfsd10

hypothetical prot NM_001109388 RefSeq TBC1 domain fa NM_001012152 RefSeq major facilitator s NM_001191680 RefSeq

Rattus norvegicus hypothetical protein LOC680039 Rattus norvegicus TBC1 domain family, member 14 Rattus norvegicus major facilitator superfamily doma

TC1400000854.r	57,37228

176,3344

0,325360678

-1,619888191 2Down

NM_019201

Ctbp1

C-terminal bindin NM_019201

RefSeq

Rattus norvegicus C-terminal binding protein 1 (Ctbp

TC1400000864.r	439,9221
TC1400000865.r	199,817

1299,351
1573,713

0,33857064
0,126971691

-1,562471222 2Down
-2,977421224 2Down

ENSRNOT00000 Prr14l ENSRNOT00000 Pisd

proline rich 14-lik ENSRNOT00000 ENSEMBL phosphatidylseri ENSRNOT00000 ENSEMBL

proline rich 14-like [gene_biotype:protein_coding tra phosphatidylserine decarboxylase [gene_biotype:pr

TC1400000868.r	674,8746
TC1400000872.r	15,34434
TC1400000886.r	125,1762
TC1400000891.r	150549,9
TC1400000897.r	484,6522
TC1400000929.r	7049,747

1632,206
31,15969
376,334
423067,7
2062,053
25919,1

0,413473912
0,492441998
0,33261996
0,355852976
0,235033823
0,271990424

-1,274131789 2Down
-1,021974287 2Down
-1,58805335 2Down
-1,490646795 2Down
-2,089059709 2Down
-1,878372235 2Down

NM_001107230 Eif4enif1 NM_001017453 Pik3ip1 NM_001013128 Dusp18 NM_001109090 Sec14l4 NM_001107235 Sf3a1 NM_001004210 Xbp1

eukaryotic transl NM_001107230 RefSeq phosphoinositide NM_001017453 RefSeq dual specificity p NM_001013128 RefSeq SEC14-like lipid NM_001109090 RefSeq splicing factor 3a NM_001107235 RefSeq X-box binding pr NM_001004210 RefSeq

Rattus norvegicus eukaryotic translation initiation fa Rattus norvegicus phosphoinositide-3-kinase interac Rattus norvegicus dual specificity phosphatase 18 ( Rattus norvegicus SEC14-like lipid binding 4 (Sec14 Rattus norvegicus splicing factor 3a, subunit 1 (Sf3a Rattus norvegicus X-box binding protein 1 (Xbp1), tr

TC1400000935.r	449,4861

1284,362

0,349968389

-1,514703479 2Down

NM_001277211 Dbnl

drebrin-like

NM_001277211 RefSeq

Rattus norvegicus drebrin-like (Dbnl), transcript vari

TC1400000944.r	11,17381

26,33014

0,424373361

-1,236593998 2Down

mRNARGD7589 LOC102550651 segmentation po mRNARGD7589 Rat Genome Dat segmentation polarity homeobox protein engrailed-li

TC1400000949.r	256,9642
TC1400000950.r	427,1477

834,0356
1240,685

0,3080974
0,344283763

-1,698541586 2Down
-1,538329954 2Down

NM_001100507 Zmiz2 NM_001100507_ Zmiz2

zinc finger, MIZ-t NM_001100507 RefSeq zinc finger, MIZ-t NM_001100507_ RefSeq

Rattus norvegicus zinc finger, MIZ-type containing 2 zinc finger, MIZ-type containing 2 (Zmiz2), mRNA

TC1400001079.r	243,247

828,062

0,293754574

-1,767316779 2Down

NM_001047094 Spred2

sprouty-related,

NM_001047094 RefSeq

Rattus norvegicus sprouty-related, EVH1 domain co

TC1400001236.r	853,0878
TC1400001246.r	10,22571
TC1400001249.r	136,1675
TC1400001260.r	170,5847
TC1400001303.r	1113,503

1719,916
22,88035
303,542
369,541
2251,474

0,496005503
0,446921048
0,448595252
0,461612379
0,494566226

-1,011571969 2Down
-1,161908104 2Down
-1,156513744 2Down
-1,115246183 2Down
-1,015764373 2Down

NM_001107245 Pcgf3 ENSRNOT00000 Ccdc18 NM_001100898 Mtf2 NM_001013987 Rpap2 ENSRNOT00000 ---

polycomb group NM_001107245 RefSeq coiled-coil domai ENSRNOT00000 ENSEMBL metal response e NM_001100898 RefSeq RNA polymerase NM_001013987 RefSeq Uncharacterized ENSRNOT00000 ENSEMBL

Rattus norvegicus polycomb group ring finger 3 (Pcg coiled-coil domain containing 18 [gene_biotype:prot Rattus norvegicus metal response element binding t Rattus norvegicus RNA polymerase II associated pr Uncharacterized protein

TC1400001424.r	7,849629

20,76508

0,378020648

-1,403463056 2Down

ENSRNOT00000 1700007G11Rik RIKEN cDNA 17 ENSRNOT00000 ENSEMBL

RIKEN cDNA 1700007G11 gene

TC1400001444.r	97,09134

221,5005

0,438334631

-1,189895429 2Down

NM_012823

Anxa3

annexin A3

NM_012823

RefSeq

Rattus norvegicus annexin A3 (Anxa3), mRNA.

TC1400001463.r	16973,62

62547,68

0,271370897

-1,881662089 2Down

NM_001107208

Sep-11 septin 11

NM_001107208 RefSeq

Rattus norvegicus septin 11 (Sept11), mRNA.

TC1400001507.r	81,34838

4547,413

0,017888936

-5,804788611 2Down

NM_138522

Cxcl3

chemokine (C-X- NM_138522

RefSeq

Rattus norvegicus chemokine (C-X-C motif) ligand 3

TC1400001536.r	315,925

878,7449

0,359518445

-1,475862305 2Down

NM_001025127 Rufy3

RUN and FYVE

NM_001025127 RefSeq

Rattus norvegicus RUN and FYVE domain containin

TC1400001537.r	1027,069

2252,169

0,456035493

-1,132781982 2Down

NM_001012036 Utp3

UTP3, small sub NM_001012036 RefSeq

Rattus norvegicus UTP3, small subunit (SSU) proce

TC1400001650.r	340,451

1181,376

0,288181747

-1,794949133 2Down

NM_001024802 Tmem165

transmembrane

NM_001024802 RefSeq

Rattus norvegicus transmembrane protein 165 (Tme

TC1400001651.r	113,4114
TC1400001707.r	5797,354

276,7882
30627,38

0,409740733
0,189286645

-1,287216774 2Down
-2,40135547 2Down

NM_001013990 Srd5a3 NM_001106003 Nipal1

steroid 5 alpha-r NM_001013990 RefSeq NIPA-like domain NM_001106003 RefSeq

Rattus norvegicus steroid 5 alpha-reductase 3 (Srd5 Rattus norvegicus NIPA-like domain containing 1 (N

TC1400001828.r	13,07886

27,1243

0,482182397

-1,05234911 2Down

mRNARGD7681 LOC100363367 hypothetical LOC mRNARGD7681 Rat Genome Dat hypothetical LOC100363367

TC1400001868.r	238,0174

667,1968

0,356742418

-1,487045325 2Down

NM_001105750 Stim2

stromal interactio NM_001105750 RefSeq

Rattus norvegicus stromal interaction molecule 2 (St

TC1400001885.r	603,2664

13845,77

0,043570448

-4,520506247 2Down

NM_053380

Slc34a2

solute carrier famNM_053380

RefSeq

Rattus norvegicus solute carrier family 34 (type II so

TC1400001889.r	43,91151

129,2812

0,339658899

-1,557841444 2Down

NM_001108360 Zcchc4

zinc finger, CCH NM_001108360 RefSeq

Rattus norvegicus zinc finger, CCHC domain contai

TC1400001946.r	19,846

41,62885

0,476736686

-1,068735446 2Down

mRNARGD2339 Rfwd2l1

ring finger and W mRNARGD2339 Rat Genome Dat ring finger and WD repeat domain 2-like 1

TC1400002086.r	14,12488

32,92622

0,428985775

-1,220998286 2Down

NM_022928

Grk4

G protein-couple NM_022928

RefSeq

Rattus norvegicus G protein-coupled receptor kinas

TC1400002089.r	129,5434

695,9844

0,186129747

-2,425619455 2Down

NM_001100684 Sh3bp2

SH3-domain bindNM_001100684 RefSeq

Rattus norvegicus SH3-domain binding protein 2 (S

TC1400002119.r

1337,689

3738,442

0,357819915

-1,482694408 2Down

NM_001107229 Depdc5

DEP domain con NM_001107229 RefSeq

Rattus norvegicus DEP domain containing 5 (Depdc

TC1400002154.r	254,6664

568,5999

0,447883301

-1,158805218 2Down

NM_013193

Nf2

neurofibromin 2 ( NM_013193

RefSeq

Rattus norvegicus neurofibromin 2 (merlin) (Nf2), m

TC1400002180.r	75,87203
TC1400002199.r	934,5659

156,0729
2641,325

0,486131993
0,353824652

-1,040580011 2Down
-1,498893525 2Down

NM_001077660 Urgcp NM_001017503 Purb

upregulator of ce NM_001077660 RefSeq purine rich eleme NM_001017503 RefSeq

Rattus norvegicus upregulator of cell proliferation (U Rattus norvegicus purine rich element binding protei

TC1400002227.r	215,8616

534,8258

0,403611045

-1,30896244 2Down

NM_001170459 Tns3

tensin 3

NM_001170459 RefSeq

Rattus norvegicus tensin 3 (Tns3), mRNA.

TC1400002282.r	787,6476
TC1400002320.r	391,7464

2051,677
997,5537

0,383904289
0,392707079

-1,381181417 2Down
-1,348474489 2Down

NM_199083 NM_198763

Pno1 Slc1a4

partner of NOB1 NM_199083 solute carrier famNM_198763

RefSeq RefSeq

Rattus norvegicus partner of NOB1 homolog (Pno1) Rattus norvegicus solute carrier family 1 (glutamate/

TC1400002345.r	515,4087

1260,578

0,408866964

-1,290296595 2Down

ENSRNOT00000 Ehbp1

EH domain bindi ENSRNOT00000 ENSEMBL

EH domain binding protein 1 [gene_biotype:protein_

TC1400002373.r	127,1245
TC1400002406.r	61,05994

354,3566
129,3009

0,358747375
0,472231361

-1,47895982 2Down
-1,08243424 2Down

NM_001107241 Ahsa2 NM_001108366 Vrk2

AHA1, activator vaccinia related

NM_001107241 RefSeq NM_001108366 RefSeq

Rattus norvegicus AHA1, activator of heat shock pro Rattus norvegicus vaccinia related kinase 2 (Vrk2),

TC1400002461.r	153,7614
TC1400002464.r	4514,458

309,3177
9933,022

0,497098614
0,454489882

-1,008396014 2Down
-1,137679917 2Down

NM_001107205 Abcg3l3 NM_001191676 Ugt2b10

ATP-binding cas NM_001107205 RefSeq UDP glucuronos NM_001191676 RefSeq

Rattus norvegicus ATP-binding cassette, subfamily Rattus norvegicus UDP glucuronosyltransferase 2 fa

TC1500000039.r	101,779

216,6377

0,469812041

-1,089844406 2Down

NM_001008863 Usp54

ubiquitin specific NM_001008863 RefSeq

Rattus norvegicus ubiquitin specific peptidase 54 (U

TC1500000103.r	308,6953

760,1086

0,406119994

-1,30002204 2Down

NM_031529

Rarb

retinoic acid rece NM_031529

RefSeq

Rattus norvegicus retinoic acid receptor, beta (Rarb)

TC1500000243.r	13772,88
TC1500000457.r	12270,25

40998,49
30895,65

0,335936275
0,397151379

-1,573740507 2Down
-1,332239083 2Down

NM_001108373 Mapk1ip1l NM_001108866 Abhd4

mitogen-activate NM_001108373 RefSeq abhydrolase dom NM_001108866 RefSeq

Rattus norvegicus mitogen-activated protein kinase Rattus norvegicus abhydrolase domain containing 4

TC1500000461.r	1333,372

3371,554

0,395476982

-1,338334368 2Down

NM_031056

Mmp14

matrix metallope NM_031056

RefSeq

Rattus norvegicus matrix metallopeptidase 14 (mem

TC1500000513.r	235,2918
TC1500000520.r	356,1566
TC1500000526.r	186,4659
TC1500000557.r	218,2818
TC1500000626.r	101,1506
TC1500000682.r	182,4453
TC1500000708.r	976,9341
TC1500000763.r	52,25187
TC1500000857.r	155,4635

578,7858
719,3276
1716,617
635,5135
226,5197
407,0181
2508,827
140,4771
686,2971

0,40652656
0,495124336
0,108624055
0,343473113
0,446542177
0,448248616
0,389398751
0,371960056
0,226525072

-1,298578484 2Down
-1,014137235 2Down
-3,202584464 2Down
-1,541730927 2Down
-1,163131647 2Down
-1,157628966 2Down
-1,360679839 2Down
-1,426780393 2Down
-2,142257357 2Down

NM_001012041 Irf9 NM_001106040 Nop9 ENSRNOT00000 Khnyn
NM_001017375 Mphosph8 NM_001012210 Trim13 NM_001107269 Wdfy2 NM_001083337 Pinx1
NM_001108873 Tnfrsf10b NM_001007758 Nufip1

interferon regulat NM_001012041 RefSeq NOP9 nucleolar NM_001106040 RefSeq KH and NYN do ENSRNOT00000 ENSEMBL
M-phase phosph NM_001017375 RefSeq tripartite motif-co NM_001012210 RefSeq WD repeat and F NM_001107269 RefSeq PIN2/TERF1 inte NM_001083337 RefSeq tumor necrosis fa NM_001108873 RefSeq nuclear fragile X NM_001007758 RefSeq

Rattus norvegicus interferon regulatory factor 9 (Irf9 Rattus norvegicus NOP9 nucleolar protein (Nop9), m KH and NYN domain containing [gene_biotype:prote Rattus norvegicus M-phase phosphoprotein 8 (Mph Rattus norvegicus tripartite motif-containing 13 (Trim Rattus norvegicus WD repeat and FYVE domain co Rattus norvegicus PIN2/TERF1 interacting, telomera Rattus norvegicus tumor necrosis factor receptor su Rattus norvegicus nuclear fragile X mental retardati

TC1500000907.r	3529,035

7468,659

0,472512535

-1,081575491 2Down

NM_053520

Elf1

E74-like factor 1 NM_053520

RefSeq

Rattus norvegicus E74-like factor 1 (Elf1), mRNA.

TC1500001060.r	32,54797
TC1500001267.r	267,1876
TC1500001357.r	11,00623
TC1500001489.r	12,51953

463,3716
633,3717
41,48384
34,70062

0,070241616
0,421849603
0,265313674
0,360786925

-3,831530153 2Down
-1,245199352 2Down
-1,914229063 2Down
-1,470781037 2Down

NM_001107282 Irg1 NM_001271275 Zswim8 NM_001000088 Olr1605 NM_001135802 Dlgap5

immunoresponsi NM_001107282 RefSeq zinc finger, SWIMNM_001271275 RefSeq olfactory recepto NM_001000088 RefSeq discs, large (Dro NM_001135802 RefSeq

Rattus norvegicus immunoresponsive gene 1 (Irg1), Rattus norvegicus zinc finger, SWIM-type containing Rattus norvegicus olfactory receptor 1605 (Olr1605) Rattus norvegicus discs, large (Drosophila) homolog

TC1500001670.r	979,7797

2788,391

0,35137816

-1,50890357 2Down

NM_001108867 Prmt5

protein arginine

NM_001108867 RefSeq

Rattus norvegicus protein arginine methyltransferas

TC1500001672.r	202,5505

872,2308

0,232221219

-2,106428289 2Down

NM_053503

Ajuba

ajuba LIM proteinNM_053503

RefSeq

Rattus norvegicus ajuba LIM protein (Ajuba), mRNA

TC1500001676.r	93,09097

370,8735

0,251004642

-1,994214051 2Down

NM_001170468 Acin1

apoptotic chroma NM_001170468 RefSeq

Rattus norvegicus apoptotic chromatin condensation

TC1500001712.r	461,7037

2427,054

0,19023215

-2,394167009 2Down

NM_017257

Psme2

proteasome (pro NM_017257

RefSeq

Rattus norvegicus proteasome (prosome, macropain

TC1500001713.r	249,3016

514,9305

0,484146113

-1,046485583 2Down

NM_001106038 Ipo4

importin 4

NM_001106038 RefSeq

Rattus norvegicus importin 4 (Ipo4), mRNA.

TC1500001719.r	1697,449
TC1500001720.r	143,1434

30343,04
355,703

0,055941956
0,402423932

-4,159925499 2Down
-1,313211989 2Down

NM_031659 NM_031654

Tgm1 Rabggta

transglutaminase NM_031659 Rab geranylgera NM_031654

RefSeq RefSeq

Rattus norvegicus transglutaminase 1 (Tgm1), mRN Rattus norvegicus Rab geranylgeranyltransferase, a

TC1500001722.r	11,24107
TC1500001730.r	149,528
TC1500001765.r	714,2289

57,72334
2216,707
1528,217

0,194740464
0,067455013
0,467360918

-2,360375412 2Down
-3,889930522 2Down
-1,097390998 2Down

Dhrs1.hSep08-u Dhrs1 NM_001109330 Cbln3 ENSRNOT00000 Zmym5

dehydrogenase/r Dhrs1.hSep08-u Ace View cerebellin 3 prec NM_001109330 RefSeq zinc finger, MYM ENSRNOT00000 ENSEMBL

dehydrogenase/reductase (SDR family) member 1 Rattus norvegicus cerebellin 3 precursor (Cbln3), m zinc finger, MYM-type 5 [gene_biotype:protein_codi

TC1500001814.r	931,5326

1942,186

0,479630993

-1,060003208 2Down

NM_139091

Nup58

nucleoporin 58

NM_139091

RefSeq

Rattus norvegicus nucleoporin 58 (Nup58), mRNA.

TC1500001839.r	1692,57

9052,958

0,1869632

-2,41917376 2Down

NM_001014792 Kpna3

karyopherin alph NM_001014792 RefSeq

Rattus norvegicus karyopherin alpha 3 (Kpna3), mR

TC1500001856.r	14,9198

31,03692

0,480711359

-1,0567572 2Down

NM_017318

Ptk2b

protein tyrosine k NM_017318

RefSeq

Rattus norvegicus protein tyrosine kinase 2 beta (Pt

TC1500001866.r	127,3637
TC1500001878.r	1076,453

315,9484
2581,459

0,403115509
0,416994033

-1,310734807 2Down
-1,261901355 2Down

NM_001105717 Dpysl2 ENSRNOT00000 Dock5

dihydropyrimidin NM_001105717 RefSeq dedicator of cyto ENSRNOT00000 ENSEMBL

Rattus norvegicus dihydropyrimidinase-like 2 (Dpysl dedicator of cytokinesis 5 [gene_biotype:protein_co

TC1500001935.r	946,6807

2692,544

0,3515934

-1,508020105 2Down

NM_020097

Extl3

exostosin-like gly NM_020097

RefSeq

Rattus norvegicus exostosin-like glycosyltransferase

TC1500001936.r	998,0015

2274,429

0,43879211

-1,18839051 2Down

mRNARGD7558 LOC102549615 exostosin-like 3-l mRNARGD7558 Rat Genome Dat exostosin-like 3-like

TC1500001953.r	11,93822
TC1500001967.r	135,8128
TC1500001989.r	20389,74
TC1500001999.r	88,07327
TC1500002028.r	12527,2
TC1500002143.r	191,505
TC1500002259.r	499,5873

37,97208
457,0591
64331,6
179,4888
28149,67
469,4006
1090,077

0,314394682
0,297144943
0,316947503
0,490689503
0,445021203
0,407977749
0,458304597

-1,669351282 2Down
-1,750761269 2Down
-1,657684192 2Down
-1,027117687 2Down
-1,168054021 2Down
-1,293437626 2Down
-1,125621339 2Down

NM_001106046 Adamdec1 NM_001013996 Slc25a37 NM_001107275 Slc39a14 NM_001170474 Fam160b2 NM_001107278 Fndc3a ENSRNOT00000 Naa16 NM_001127483 Dis3

ADAM-like, decy NM_001106046 RefSeq solute carrier famNM_001013996 RefSeq solute carrier famNM_001107275 RefSeq family with seque NM_001170474 RefSeq fibronectin type I NM_001107278 RefSeq N(alpha)-acetyltr ENSRNOT00000 ENSEMBL DIS3 homolog, e NM_001127483 RefSeq

Rattus norvegicus ADAM-like, decysin 1 (Adamdec1 Rattus norvegicus solute carrier family 25 (mitochon Rattus norvegicus solute carrier family 39 (zinc trans Rattus norvegicus family with sequence similarity 16 Rattus norvegicus fibronectin type III domain contain N(alpha)-acetyltransferase 16, NatA auxiliary subuni Rattus norvegicus DIS3 homolog, exosome endorib

TC1500002383.r	313,9507

1494,484

0,210072975

-2,251037517 2Down

NM_133411

Abcc4

ATP-binding cas NM_133411

RefSeq

Rattus norvegicus ATP-binding cassette, subfamily


	TC1500002483.r
	36,91673
	74,71506
	0,494100252
	-1,017124302 2Down
	NM_001007622 Pdlim2
	PDZ and LIM do NM_001007622 RefSeq	Rattus norvegicus PDZ and LIM domain 2 (Pdlim2),

	TC1500002491.r
	397,1547
	864,9246
	0,459178407
	-1,122873294 2Down
	mRNARGD6499 LOC100910161
	probable E3 ubiq mRNARGD6499 Rat Genome Dat probable E3 ubiquitin-protein ligase MYCBP2-like

	TC1600000019.r
	159,7126
	891,4598
	0,179158499
	-2,480691608 2Down
	NM_001108393 Zmiz1
	zinc finger, MIZ-t NM_001108393 RefSeq	Rattus norvegicus zinc finger, MIZ-type containing 1

	TC1600000042.r
	282,5005
	776,7599
	0,363690891
	-1,459215303 2Down
	NM_001106061 Arhgef3
	Rho guanine nuc NM_001106061 RefSeq	Rattus norvegicus Rho guanine nucleotide exchang

	TC1600000083.r
	86,86823
	229,4528
	0,378588668
	-1,401296865 2Down
	NM_031647	Sfmbt1
	Scm-like with fou NM_031647	RefSeq	Rattus norvegicus Scm-like with four mbt domains 1

	TC1600000199.r
	371,4872
	886,1087
	0,419234344
	-1,254171185 2Down
	NM_001169127 Tspan14
	tetraspanin 14  NM_001169127 RefSeq	Rattus norvegicus tetraspanin 14 (Tspan14), mRNA.

	TC1600000227.r
	432,0175
	1532,522
	0,281899705
	-1,826746126 2Down
	NM_001106064 Cherp
	calcium homeost NM_001106064 RefSeq	Rattus norvegicus calcium homeostasis endoplasmi

	TC1600000245.r
	64,27341
	129,0483
	0,498057007
	-1,005617215 2Down
	NM_001271066 Myo9b
	myosin IXb	NM_001271066 RefSeq	Rattus norvegicus myosin IXb (Myo9b), transcript va

	TC1600000302.r
	37,94517
	108,1904
	0,35072585
	-1,511584328 2Down
	NM_001047115 Crtc1
	CREB regulated NM_001047115 RefSeq	Rattus norvegicus CREB regulated transcription coa

	TC1600000328.r
	137,8133
	281,6209
	0,489357502
	-1,03103928 2Down
	mRNARGD7684 LOC102551257
	zinc finger protei mRNARGD7684 Rat Genome Dat zinc finger protein 709-like

	TC1600000389.r
	1162,505
	2400,976
	0,484180183
	-1,046384061 2Down
	NM_080886	Msmo1
	methylsterol mon NM_080886	RefSeq	Rattus norvegicus methylsterol monooxygenase 1 (

	TC1600000591.r
	60,04008
	264,948
	0,226610807
	-2,141711433 2Down
	NM_198791
	Tlr3
	toll-like receptor
	NM_198791
	RefSeq
	Rattus norvegicus toll-like receptor 3 (Tlr3), mRNA.

	TC1600000810.r
	221,9666
	733,5178
	0,302605608
	-1,72448937 2Down
	NM_001025130
	Bag4
	BCL2-associated
	NM_001025130
	RefSeq
	Rattus norvegicus BCL2-associated athanogene 4 (

	TC1600000862.r
	51,54746
	3140,776
	0,016412332
	-5,929075903 2Down
	mRNARGD6498 LOC100910418
	tissue-type plasmmRNARGD6498 Rat Genome Dat tissue-type plasminogen activator-like

	TC1600000870.r
	58,22421
	160,5794
	0,36258829
	-1,463595763 2Down
	NM_133305	Ap3m2
	adaptor-related p NM_133305	RefSeq	Rattus norvegicus adaptor-related protein complex 3

	TC1600000872.r
	1028,702
	2106,628
	0,488316874
	-1,034110463 2Down
	NM_017141	Polb
	polymerase (DN NM_017141	RefSeq	Rattus norvegicus polymerase (DNA directed), beta

	TC1600001050.r
	518,4951
	1112,436
	0,466089824
	-1,101320078 2Down
	NM_001024972 Arglu1
	arginine and glut NM_001024972 RefSeq	Rattus norvegicus arginine and glutamate rich 1 (Ar

	TC1600001106.r
	1776,597
	4369,869
	0,406556123
	-1,298473571 2Down
	NM_001106060 Slmap
	sarcolemma ass NM_001106060 RefSeq	Rattus norvegicus sarcolemma associated protein (

	TC1600001170.r
	1380,918
	2856,593
	0,483414333
	-1,048667846 2Down
	ENSRNOT00000 Nisch
	nischarin [SourceENSRNOT00000 ENSEMBL	nischarin [gene_biotype:protein_coding transcript_bi

	TC1600001237.r
	156,6322
	504,2362
	0,310632596
	-1,686718867 2Down
	NM_030849	Bmpr1a
	bone morphogen NM_030849	RefSeq	Rattus norvegicus bone morphogenetic protein rece

	TC1600001346.r
	3284,551
	13641,98
	0,240767909
	-2,054284981 2Down
	NM_012678	Tpm4
	tropomyosin 4	NM_012678	RefSeq	Rattus norvegicus tropomyosin 4 (Tpm4), mRNA.

	TC1600001364.r
	9853,29
	43176,73
	0,228208343
	-2,131576561 2Down
	NM_198134	Bst2
	bone marrow str NM_198134	RefSeq	Rattus norvegicus bone marrow stromal cell antigen

	TC1600001418.r
	69,21312
	159,1515
	0,434888267
	-1,201283309 2Down
	NM_001011920 Sugp1
	SURP and G pat NM_001011920 RefSeq	Rattus norvegicus SURP and G patch domain conta

	TC1600001448.r
	112,4838
	320,8042
	0,350630696
	-1,511975791 2Down
	NM_001134416 Ints10
	integrator compleNM_001134416 RefSeq	Rattus norvegicus integrator complex subunit 10 (Int

	TC1600001506.r
	89,20653
	183,847
	0,48522157
	-1,043284409 2Down
	mRNARGD7602 Nek1
	ENCODES a pro mRNARGD7602 Rat Genome Dat ENCODES a protein that exhibits protein kinase acti

	TC1600001508.r
	21,94715
	46,28241
	0,474200674
	-1,076430383 2Down
	ENSRNOT00000 ---
	Uncharacterized ENSRNOT00000 ENSEMBL	Uncharacterized protein

	TC1600001640.r
	818,6598
	1880,867
	0,435256613
	-1,200061877 2Down
	NM_001047086 Irf2
	interferon regulat NM_001047086 RefSeq	Rattus norvegicus interferon regulatory factor 2 (Irf2

	TC1600001672.r
	10792,16
	23747,93
	0,454446345
	-1,137818123 2Down
	NM_031819	Fat1
	FAT atypical cad NM_031819	RefSeq	Rattus norvegicus FAT atypical cadherin 1 (Fat1), m

	TC1600001713.r
	2410,735
	6299,336
	0,382696684
	-1,385726694 2Down
	NM_001024867 Vps37a
	vacuolar protein NM_001024867 RefSeq	Rattus norvegicus vacuolar protein sorting 37 homol

	TC1600001842.r
	1314,275
	2876,213
	0,456946339
	-1,129903342 2Down
	NM_001106088 Erlin2
	ER lipid raft asso NM_001106088 RefSeq	Rattus norvegicus ER lipid raft associated 2 (Erlin2),

	TC1600001909.r
	92,74596
	4259,335
	0,021774751
	-5,521199954 2Down
	NM_013151	Plat
	plasminogen acti NM_013151	RefSeq	Rattus norvegicus plasminogen activator, tissue (Pla

	TC1600001916.r
	704,3351
	1559,939
	0,451514514
	-1,14715573 2Down
	NM_017223	Slc20a2
	solute carrier famNM_017223	RefSeq	Rattus norvegicus solute carrier family 20 (phosphat

	TC1600001990.r
	85,47301
	275,8187
	0,30988838
	-1,690179438 2Down
	NM_001007686 Cln8
	ceroid-lipofuscin NM_001007686 RefSeq	Rattus norvegicus ceroid-lipofuscinosis, neuronal 8 (

	TC1600002112.r
	338,4779
	681,1555
	0,496917224
	-1,008922547 2Down
	ENSRNOT00000 Actr8
	ARP8 actin-relat ENSRNOT00000 ENSEMBL	ARP8 actin-related protein 8 homolog (yeast) [gene

	TC1600002121.r
	148,1682
	478,6126
	0,309578561
	-1,69162253 2Down
	NM_001127446 Dlc1
	DLC1 Rho GTPa NM_001127446 RefSeq	Rattus norvegicus DLC1 Rho GTPase activating pro

	TC1700000032.r
	364,2674
	975,3674
	0,37346686
	-1,420947866 2Down
	ENSRNOT00000 RGD1563581
	similar to S100 c ENSRNOT00000 ENSEMBL	similar to S100 calcium binding protein A11 (calizzar

	TC1700000227.r
	31,01588
	66,21025
	0,468445294
	-1,094047519 2Down
	NM_001170563 Sema4d
	sema domain, im NM_001170563 RefSeq	Rattus norvegicus sema domain, immunoglobulin do

	TC1700000316.r
	3278,237
	8228,009
	0,39842409
	-1,327623214 2Down
	NM_001100470 Nup153
	nucleoporin 153 NM_001100470 RefSeq	Rattus norvegicus nucleoporin 153 (Nup153), mRNA

	TC1700000432.r	53,30713
TC1700000466.r	122,8248
TC1700000560.r	40,01289
TC1700000594.r	14,5751
TC1700000620.r	50,716
TC1700000646.r	567,4089
	149,3179
249,8693
120,9685
40,76466
183,7497
3291,619
	0,357004284
0,491556186
0,330771151
0,357542538
0,276005893
0,172379884
	-1,485986708 2Down
-1,024571767 2Down
-1,596094682 2Down
-1,4838132 2Down
-1,857229026 2Down
-2,536336671 2Down
	NM_001107347 Bloc1s5 NM_001013055 Rpp40 NM_001271205 Sox4 NM_021580	Prl8a4 NM_001106112 Gmnn
NM_133285	Hist1h1d
	biogenesis of lys NM_001107347 RefSeq	Rattus norvegicus biogenesis of lysosomal organell ribonuclease P/MNM_001013055 RefSeq	Rattus norvegicus ribonuclease P/MRP 40 subunit ( SRY box 4	NM_001271205 RefSeq	Rattus norvegicus SRY (sex determining region Y)-b prolactin family 8 NM_021580	RefSeq	Rattus norvegicus prolactin family 8, subfamily a, m geminin, DNA re NM_001106112 RefSeq	Rattus norvegicus geminin, DNA replication inhibitor
histone cluster 1, NM_133285	RefSeq	Rattus norvegicus histone cluster 1, H1d (Hist1h1d),



TC1700000707.r	8,166389

19,6271

0,41607721

-1,265076827 2Down

ENSRNOT00000 ---

---

ENSRNOT00000 ENSEMBL

---

TC1700000819.r	1232,537
TC1700000862.r	8909,419
TC1700000912.r	3159,037
TC1700000917.r	425,5196
TC1700000962.r	151,8368

2623,699
21277,82
7937,168
870,4936
329,7781

0,469770732
0,4187186
0,398005561
0,48882565
0,460421113

-1,089971262 2Down
-1,255947089 2Down
-1,329139508 2Down
-1,032608105 2Down
-1,118974102 2Down

ENSRNOT00000 --- NM_001107361 Larp4b NM_001039023 Net1 ENSRNOT00000 Fam208b NM_001083586 Celf2

Uncharacterized ENSRNOT00000 ENSEMBL La ribonucleopro NM_001107361 RefSeq neuroepithelial c NM_001039023 RefSeq family with seque ENSRNOT00000 ENSEMBL CUGBP, Elav-lik NM_001083586 RefSeq

Uncharacterized protein
Rattus norvegicus La ribonucleoprotein domain fami Rattus norvegicus neuroepithelial cell transforming 1 family with sequence similarity 208, member B [gen Rattus norvegicus CUGBP, Elav-like family member

TC1700001116.r

188,0108

443,4874

0,423937185

-1,238077579 2Down

ENSRNOT00000 Etl4

Protein Etl4

ENSRNOT00000 ENSEMBL

Protein Etl4

TC1700001151.r

7,4936

17,67171

0,424044985

-1,237710773 2Down

ENSRNOT00000 Edaradd

EDAR-associate ENSRNOT00000 ENSEMBL

EDAR-associated death domain [gene_biotype:prot

TC1700001174.r

52,19521

150,6234

0,346527897

-1,528956596 2Down

NM_053566

Ptch1

patched 1

NM_053566

RefSeq

Rattus norvegicus patched 1 (Ptch1), mRNA.

TC1700001204.r	141,3682

388,4334

0,363944501

-1,458209628 2Down

mRNARGD7685 LOC102549001 zinc finger protei mRNARGD7685 Rat Genome Dat zinc finger protein 845-like

TC1700001312.r	83,16763

183,1384

0,454124476

-1,138840298 2Down

NM_053334

Camlg

calcium modulati NM_053334

RefSeq

Rattus norvegicus calcium modulating ligand (Camlg

TC1700001333.r	23,08408

61,41239

0,375886364

-1,411631514 2Down

NM_001107338 Zfp346

zinc finger protei NM_001107338 RefSeq

Rattus norvegicus zinc finger protein 346 (Zfp346),

TC1700001341.r	22,87631

47,59102

0,480685432

-1,056835015 2Down

NM_001013138 Tspan17

tetraspanin 17

NM_001013138 RefSeq

Rattus norvegicus tetraspanin 17 (Tspan17), mRNA.

TC1700001448.r	47,10292
TC1700001475.r	2120,401

106,2327
17234,84

0,443393795
0,123029921

-1,173339514 2Down
-3,022918874 2Down

NM_001008556 Ippk NM_001108881 Rnf144b

inositol 1,3,4,5,6- NM_001008556 RefSeq ring finger protei NM_001108881 RefSeq

Rattus norvegicus inositol 1,3,4,5,6-pentakisphosph Rattus norvegicus ring finger protein 144B (Rnf144b

TC1700001598.r	4854,13

10794,3

0,44969382

-1,152985038 2Down

ENSRNOT00000 Dsp

desmoplakin

ENSRNOT00000 ENSEMBL

desmoplakin [gene_biotype:protein_coding transcrip

TC1700001603.r	93,98859
TC1700001626.r	87,43312
TC1700001637.r	223,8048

230,7871
211,4955
844,7193

0,407252355
0,413404162
0,264945764

-1,296005053 2Down
-1,274375181 2Down
-1,916231035 2Down

NM_001107348 Rreb1 NM_001013139 Fars2 NM_001011923 Prpf4b

ras responsive el NM_001107348 RefSeq phenylalanyl-tRN NM_001013139 RefSeq pre-mRNA proce NM_001011923 RefSeq

Rattus norvegicus ras responsive element binding p Rattus norvegicus phenylalanyl-tRNA synthetase 2, Rattus norvegicus pre-mRNA processing factor 4B (

TC1700001673.r	77,20969

172,5324

0,447508352

-1,160013487 2Down

NM_172332

Wrnip1

Werner helicase NM_172332

RefSeq

Rattus norvegicus Werner helicase interacting prote

TC1700001716.r	277,8981

569,9026

0,48762385

-1,036159404 2Down

NM_001109120 Mboat1

membrane boun NM_001109120 RefSeq

Rattus norvegicus membrane bound O-acyltransfera

TC1700001906.r	3467,818

8195,678

0,423127653

-1,240835119 2Down

NM_017128

Inhba

inhibin beta-A

NM_017128

RefSeq

Rattus norvegicus inhibin beta-A (Inhba), mRNA.

TC1700001963.r	766,0932

1827,305

0,41924758

-1,254125637 2Down

NM_001108417 Cul2

cullin 2

NM_001108417 RefSeq

Rattus norvegicus cullin 2 (Cul2), mRNA.

TC1700002011.r

1043,222

2668,143

0,390991787

-1,354789791 2Down

NM_053689

Gtpbp4

GTP binding prot NM_053689

RefSeq

Rattus norvegicus GTP binding protein 4 (Gtpbp4),

TC1700002046.r	11891,03

51186,12

0,232309657

-2,105878965 2Down

NM_031642

Klf6

Kruppel-like factoNM_031642

RefSeq

Rattus norvegicus Kruppel-like factor 6 (Klf6), mRNA

TC1700002069.r	1270,906
TC1700002212.r	1224,624
TC1700002258.r	198,2992

4006,833
2479,516
451,8181

0,317184669
0,493896389
0,438891669

-1,656605053 2Down
-1,017719673 2Down
-1,188063209 2Down

NM_001108420 Asb13 NM_001104630 Sephs1 NM_001101001 Hacd1

ankyrin repeat anNM_001108420 RefSeq selenophosphate NM_001104630 RefSeq 3-hydroxyacyl-C NM_001101001 RefSeq

Rattus norvegicus ankyrin repeat and SOCS box-co Rattus norvegicus selenophosphate synthetase 1 (S Rattus norvegicus 3-hydroxyacyl-CoA dehydratase 1

TC1700002304.r	38,35602

77,51643

0,494811487

-1,015049102 2Down

NM_053926

Pip4k2a

phosphatidylinos NM_053926

RefSeq

Rattus norvegicus phosphatidylinositol-5-phosphate

TC1700002392.r	2952,641

6351,641

0,464862702

-1,105123417 2Down

NM_001017445 Faf2

Fas associated f NM_001017445 RefSeq

Rattus norvegicus Fas associated factor family mem

TC1800000032.r	107,2365

461,7388

0,23224494

-2,106280929 2Down

mRNARGD7607 LOC102554525 transcription fact mRNARGD7607 Rat Genome Dat transcription factor GATA-6-like

TC1800000033.r	261,9422

1291,219

0,20286427

-2,301413305 2Down

NM_019185

Gata6

GATA binding proNM_019185

RefSeq

Rattus norvegicus GATA binding protein 6 (Gata6),

TC1800000036.r	23,19498
TC1800000052.r	191,795
TC1800000148.r	283,3586
TC1800000164.r	537,4814
TC1800000214.r	1316,535
TC1800000216.r	1703,483
TC1800000218.r	204,0365
TC1800000221.r	496,6479
TC1800000232.r	589,5971
TC1800000238.r	1233,385

62,5419
493,4376
672,6971
1309,412
3254,509
4018,806
608,3663
1029,847
1216,878
2968,583

0,370871048
0,388691498
0,421227622
0,410475389
0,404526459
0,423877888
0,335384291
0,482254063
0,484516196
0,415479372

-1,431010446 2Down
-1,363302543 2Down
-1,247328049 2Down
-1,284632371 2Down
-1,305694028 2Down
-1,238279386 2Down
-1,57611298 2Down
-1,052134702 2Down
-1,045383202 2Down
-1,267151245 2Down

NM_001107404 Cables1 NM_001012235 Impact NM_001013141 Zfp35 NM_001108425 Mocos ENSRNOT00000 Sap130
NM_001107399 Ammecr1l NM_001107398 Wdr33 NM_001012163 Lims2 NM_001031644 Ercc3 ENSRNOT00000 LOC688637

Cdk5 and Abl en NM_001107404 RefSeq impact RWD domNM_001012235 RefSeq zinc finger protei NM_001013141 RefSeq molybdenum cof NM_001108425 RefSeq Sin3A associated ENSRNOT00000 ENSEMBL AMME chromoso NM_001107399 RefSeq WD repeat doma NM_001107398 RefSeq LIM and senesce NM_001012163 RefSeq excision repair cr NM_001031644 RefSeq similar to WD rep ENSRNOT00000 ENSEMBL

Rattus norvegicus Cdk5 and Abl enzyme substrate 1 Rattus norvegicus impact RWD domain protein (Imp Rattus norvegicus zinc finger protein 35 (Zfp35), mR Rattus norvegicus molybdenum cofactor sulfurase ( Sin3A associated protein [gene_biotype:protein_cod Rattus norvegicus AMME chromosomal region gene Rattus norvegicus WD repeat domain 33 (Wdr33), m Rattus norvegicus LIM and senescent cell antigen li Rattus norvegicus excision repair cross-complemen WD repeat domain 36 [gene_biotype:protein_coding

TC1800000255.r	716,1639

2462,033

0,290883144

-1,781488396 2Down

NM_012499

Apc

adenomatous po NM_012499

RefSeq

Rattus norvegicus adenomatous polyposis coli (Apc

TC1800000300.r	7034,292

24159,66

0,291158568

-1,780123023 2Down

ENSRNOT00000 Pura

purine rich eleme ENSRNOT00000 ENSEMBL

purine rich element binding protein A [gene_biotype:

TC1800000311.r

336,5167

851,4415

0,395231733

-1,339229308 2Down

NM_147140

Slc35a4

solute carrier famNM_147140

RefSeq

Rattus norvegicus solute carrier family 35, member

TC1800000412.r	316,9962
TC1800000426.r	963,2115

1643,454
2073,566

0,192884133
0,464519335

-2,374193625 2Down
-1,106189446 2Down

NM_001170469 Dcp2 NM_001107390 Tcerg1

decapping mRN NM_001170469 RefSeq transcription elon NM_001107390 RefSeq

Rattus norvegicus decapping mRNA 2 (Dcp2), mRN Rattus norvegicus transcription elongation regulator

TC1800000500.r	3643,856

8840,604

0,412172743

-1,278678993 2Down

NM_001108432 Prr16

proline rich 16

NM_001108432 RefSeq

Rattus norvegicus proline rich 16 (Prr16), mRNA.

TC1800000512.r	9,07666

18,66382

0,486323807

-1,040010877 2Down

NM_001107379 Sncaip

synuclein, alpha NM_001107379 RefSeq

Rattus norvegicus synuclein, alpha interacting protei

TC1800000551.r	274,8902

667,9673

0,411532421

-1,280922003 2Down

NM_173133

Phax

phosphorylated a NM_173133

RefSeq

Rattus norvegicus phosphorylated adaptor for RNA

TC1800000603.r	520,8117

7981,3

0,065253994

-3,937789989 2Down

ENSRNOT00000 RGD1309362

similar to interfer ENSRNOT00000 ENSEMBL

interferon-inducible GTPase 1-like [gene_biotype:pr

TC1800000604.r	79,27264

525,8027

0,150764992

-2,729626622 2Down

ENSRNOT00000 LOC100910979  interferon-inducibENSRNOT00000 ENSEMBL

Protein LOC100910979 [gene_biotype:protein_codi

TC1800000605.r	1010,421

15434,8

0,065463822

-3,933158355 2Down

NM_001024884 RGD1309362

similar to interfer NM_001024884 RefSeq

Rattus norvegicus similar to interferon-inducible GT

TC1800000606.r	21,54598

81,82262

0,263325472

-1,925081014 2Down

mRNARGD7602 LOC102549198 interferon-inducibmRNARGD7602 Rat Genome Dat interferon-inducible GTPase 1-like

TC1800000607.r	1880,481
TC1800000609.r	14,50304
TC1800000610.r	63,4705

17492,93
43,57475
964,8716

0,107499487
0,332831284
0,065781292

-3,217598321 2Down
-1,58713705 2Down
-3,926178856 2Down

NM_001012353 MGC108823 ENSRNOT00000 RGD1305184 NM_001024284 MGC105567

similar to interfer NM_001012353 RefSeq similar to CDNA ENSRNOT00000 ENSEMBL
similar to cDNA s NM_001024284 RefSeq

Rattus norvegicus similar to interferon-inducible GT similar to CDNA sequence BC023105 [gene_biotype Rattus norvegicus similar to cDNA sequence BC023

TC1800000611.r

260,1488

688,0714

0,378084019

-1,403221226 2Down

NM_053404

Dctn4

dynactin 4 (p62) NM_053404

RefSeq

Rattus norvegicus dynactin 4 (p62) (Dctn4), mRNA.

TC1800000731.r	474,2204
TC1800000753.r	720,8223
TC1800000868.r	9512,461
TC1800000999.r	113,0007
TC1800001010.r	642,4971
TC1800001069.r	18,80868

1571,073
1775,989
22645,07
284,8334
1614,025
40,46185

0,301844917
0,405870926
0,420067635
0,396725595
0,398071343
0,464849729

-1,728120586 2Down
-1,300907097 2Down
-1,25130646 2Down
-1,333786619 2Down
-1,328901077 2Down
-1,105163681 2Down

NM_001025675 Tubb6 NM_001008299 Rnmt
NM_001271281 Pstpip2 NM_001191725 Mtmr1 NM_001008301 Usp14 NM_001170470 Chst9

tubulin, beta 6 cl NM_001025675 RefSeq RNA (guanine-7- NM_001008299 RefSeq proline-serine-thr NM_001271281 RefSeq myotubularin rela NM_001191725 RefSeq ubiquitin specific NM_001008301 RefSeq carbohydrate (N- NM_001170470 RefSeq

Rattus norvegicus tubulin, beta 6 class V (Tubb6), m Rattus norvegicus RNA (guanine-7-) methyltransfera Rattus norvegicus proline-serine-threonine phospha Rattus norvegicus myotubularin related protein 1 (M Rattus norvegicus ubiquitin specific peptidase 14 (tR Rattus norvegicus carbohydrate (N-acetylgalactosa

TC1800001132.r TC1800001181.r TC1800001197.r

299,0459
20,13448
377,8359

1103,54
42,92173
1505,815

0,270987821
0,469097588
0,250917875

-1,883700081 2Down
-1,092040013 2Down
-1,994712845 2Down

NM_001024745 Slc39a6 NM_001108887 Sft2d3 NM_001013233 Gypc

solute carrier famNM_001024745 RefSeq SFT2 domain co NM_001108887 RefSeq glycophorin C (G NM_001013233 RefSeq

Rattus norvegicus solute carrier family 39 (zinc trans Rattus norvegicus SFT2 domain containing 3 (Sft2d Rattus norvegicus glycophorin C (Gerbich blood gro

TC1800001199.r

86,81588

291,7365

0,297583196

-1,748635034 2Down

ENSRNOT00000 ---

---

ENSRNOT00000 ENSEMBL

---

TC1800001211.r

400,1991

2804,731

0,14268716

-2,809072582 2Down

NM_178096

Nrep

neuronal regener NM_178096

RefSeq

Rattus norvegicus neuronal regeneration related pro

TC1800001299.r	168,6266

391,8057

0,430383223

-1,216306254 2Down

NM_053448

Hdac3

histone deacetyl NM_053448

RefSeq

Rattus norvegicus histone deacetylase 3 (Hdac3), m

TC1800001300.r	48,40289

126,4404

0,382811902

-1,38529241 2Down

NM_001107392 Fchsd1

FCH and double NM_001107392 RefSeq

Rattus norvegicus FCH and double SH3 domains 1

TC1800001382.r	99,88411

391,8174

0,254925151

-1,971854376 2Down

NM_031082

Pggt1b

protein geranylgeNM_031082

RefSeq

Rattus norvegicus protein geranylgeranyltransferase

TC1800001383.r	86,19353

195,3975

0,441118899

-1,180760524 2Down

NM_001109124 Ccdc112

coiled-coil domai NM_001109124 RefSeq

Rattus norvegicus coiled-coil domain containing 112

TC1800001497.r	2021,78

9908,567

0,204043632

-2,293050408 2Down

NM_021695

Synpo

synaptopodin

NM_021695

RefSeq

Rattus norvegicus synaptopodin (Synpo), mRNA.

TC1800001504.r	40,23126

119,914

0,335500942

-1,575611276 2Down

NM_001106143 Tcof1

Treacher Collins- NM_001106143 RefSeq

Rattus norvegicus Treacher Collins-Franceschetti sy

TC1800001511.r

132,6161

321,7775

0,412136026

-1,278807517 2Down

ENSRNOT00000 Hmgxb3

HMG box domai ENSRNOT00000 ENSEMBL

HMG box domain containing 3 [gene_biotype:protei

TC1800001531.r	75,29264
TC1800001637.r	418,0669
TC1800001738.r	15,76585
TC1800001775.r	674,6284
TC1800001788.r	232,5388
TC1800001867.r	1696,5
TC1900000025.r	310,162
TC1900000076.r	966,2847
TC1900000141.r	714,9578

170,8056
956,5934
37,16559
1421,524
895,2481
4836,412
744,8292
2889,328
1528,145

0,440808966
0,437037199
0,424205562
0,474581083
0,259747884
0,350776567
0,416420301
0,334432332
0,467859922

-1,181774525 2Down
-1,194172013 2Down
-1,237164557 2Down
-1,075273498 2Down
-1,944816096 2Down
-1,511375719 2Down
-1,26388769 2Down
-1,580213766 2Down
-1,095851447 2Down

NM_001109513 Grpel2 NM_001007688 Fam210a ENSRNOT00000 Katnal2 NM_001106131 Ctdp1 ENSRNOT00000 Dcp2 NM_001033887 Prrc1 NM_001106166 Tk2 NM_001003705 Slc38a7 NM_001008365 Tom1

GrpE-like 2, mito NM_001109513 RefSeq family with seque NM_001007688 RefSeq katanin p60 subu ENSRNOT00000 ENSEMBL CTD (carboxy-te NM_001106131 RefSeq decapping mRN ENSRNOT00000 ENSEMBL proline-rich coile NM_001033887 RefSeq thymidine kinase NM_001106166 RefSeq solute carrier famNM_001003705 RefSeq target of myb1 m NM_001008365 RefSeq

Rattus norvegicus GrpE-like 2, mitochondrial (Grpel Rattus norvegicus family with sequence similarity 21 katanin p60 subunit A-like 2 [gene_biotype:protein_c Rattus norvegicus CTD (carboxy-terminal domain, R decapping mRNA 2 [gene_biotype:protein_coding tr Rattus norvegicus proline-rich coiled-coil 1 (Prrc1), Rattus norvegicus thymidine kinase 2, mitochondrial Rattus norvegicus solute carrier family 38, member Rattus norvegicus target of myb1 membrane traffick

TC1900000155.r	6934,535

14742,99

0,470361507

-1,088158095 2Down

NM_017004

Ces1c

carboxylesterase NM_017004

RefSeq

Rattus norvegicus carboxylesterase 1C (Ces1c), mR

TC1900000241.r	14724,74
TC1900000271.r	165,5113

42152,56
385,9854

0,349320184
0,42880197

-1,517378091 2Down
-1,22161656 2Down

ENSRNOT00000 N4bp1 NM_001107415 Sall1

Nedd4 binding pr ENSRNOT00000 ENSEMBL spalt-like transcri NM_001107415 RefSeq

Nedd4 binding protein 1 [gene_biotype:protein_codi Rattus norvegicus spalt-like transcription factor 1 (S

TC1900000342.r	231,3539

754,0386

0,306819704

-1,704536959 2Down

NM_001024237 Farsa

phenylalanyl-tRN NM_001024237 RefSeq

Rattus norvegicus phenylalanyl-tRNA synthetase, al

TC1900000347.r	31,82911

63,86656

0,498368943

-1,004713929 2Down

NM_138539

Dnase2

deoxyribonuclea NM_138539

RefSeq

Rattus norvegicus deoxyribonuclease II, lysosomal (

TC1900000353.r	1114,323
TC1900000408.r	51,00259

2464,24
108,6931

0,452197432
0,469234846

-1,144975296 2Down
-1,091617942 2Down

NM_001105946 RGD1564093 NM_001108444 Gab1

similar to RIKEN NM_001105946 RefSeq GRB2-associate NM_001108444 RefSeq

Rattus norvegicus similar to RIKEN cDNA 2310036O Rattus norvegicus GRB2-associated binding protein

TC1900000422.r	2784,961

13771,57

0,202225382

-2,305964011 2Down

NM_013130

Smad1

SMAD family me NM_013130

RefSeq

Rattus norvegicus SMAD family member 1 (Smad1)

TC1900000438.r	42,34089

94,95583

0,445900899

-1,165204985 2Down

NM_178330

Tmem184c

transmembrane

NM_178330

RefSeq

Rattus norvegicus transmembrane protein 184C (Tm

TC1900000485.r	472,9553

1458,622

0,324248023

-1,624830316 2Down

NM_031824

Ctcf

CCCTC-binding NM_031824

RefSeq

Rattus norvegicus CCCTC-binding factor (zinc finge

TC1900000503.r	697,9702

1437,047

0,485697545

-1,041869901 2Down

NM_001108447 Nfatc3

nuclear factor of NM_001108447 RefSeq

Rattus norvegicus nuclear factor of activated T-cells

TC1900000511.r

303,6114

1166,277

0,260325292

-1,941612614 2Down

NM_001014153 Prmt7

protein arginine

NM_001014153 RefSeq

Rattus norvegicus protein arginine methyltransferas

TC1900000526.r	66342,73

296802,2

0,223525061

-2,1614915 2Down

NM_031334

Cdh1

cadherin 1

NM_031334

RefSeq

Rattus norvegicus cadherin 1 (Cdh1), mRNA.

TC1900000531.r	55,05802
TC1900000571.r	550,6854

110,477
1548,304

0,498366357
0,355670075

-1,004721415 2Down
-1,491388499 2Down

NM_001168674 Sntb2
NM_001109132 Marveld3

syntrophin, beta NM_001168674 RefSeq MARVEL domain NM_001109132 RefSeq

Rattus norvegicus syntrophin, beta 2 (Sntb2), mRNA Rattus norvegicus MARVEL domain containing 3 (M

TC1900000675.r	87,80508

235,5731

0,372729654

-1,423798493 2Down

NM_001191786 Atmin

ATM interactor

NM_001191786 RefSeq

Rattus norvegicus ATM interactor (Atmin), mRNA.

TC1900000708.r	10693,19

52200,87

0,204846969

-2,287381548 2Down

NM_138504

Osgin1

oxidative stress i NM_138504

RefSeq

Rattus norvegicus oxidative stress induced growth i

TC1900000743.r	68,48913
TC1900000764.r	96,52327
TC1900000803.r	123,797
TC1900000861.r	18,86713

163,4984
280,1689
310,0766
52,81876

0,418897861
0,344518146
0,399246509
0,357205092

-1,255329578 2Down
-1,537348122 2Down
-1,324648303 2Down
-1,48517545 2Down

ENSRNOT00000 Gse1 NM_001106191 Banp ENSRNOT00000 Zfp276 NM_001277391 Map10

Gse1 coiled-coil ENSRNOT00000 ENSEMBL Btg3 associated NM_001106191 RefSeq zinc finger protei ENSRNOT00000 ENSEMBL microtubule-asso NM_001277391 RefSeq

Gse1 coiled-coil protein [gene_biotype:protein_codi Rattus norvegicus Btg3 associated nuclear protein ( zinc finger protein (C2H2 type) 276 [gene_biotype:p Rattus norvegicus microtubule-associated protein 1

TC1900000992.r	177,7205

5935,31

0,029942918

-5,061641373 2Down

NM_134455

Cx3cl1

chemokine (C-X3NM_134455

RefSeq

Rattus norvegicus chemokine (C-X3-C motif) ligand

TC1900000997.r	1902,183

4175,399

0,455569156

-1,13425802 2Down

NM_001024906 Arl2bp

ADP-ribosylation NM_001024906 RefSeq

Rattus norvegicus ADP-ribosylation factor-like 2 bin

TC1900001012.r	87,7566

207,6536

0,42261054

-1,242599347 2Down

NM_001011925 Nup93

nucleoporin 93

NM_001011925 RefSeq

Rattus norvegicus nucleoporin 93 (Nup93), mRNA.

TC1900001079.r	636,4022

1326,137

0,479891746

-1,059219096 2Down

ENSRNOT00000 Chd9

chromodomain h ENSRNOT00000 ENSEMBL

chromodomain helicase DNA binding protein 9

TC1900001177.r

63,53363

234,1932

0,271287253

-1,882106831 2Down

NM_001012164 Adgre5

adhesion G prote NM_001012164 RefSeq

Rattus norvegicus adhesion G protein-coupled rece

TC1900001204.r	390,8695
TC1900001206.r	5879,169

961,159
19165,49

0,406664766
0,306758084

-1,298088095 2Down
-1,704826729 2Down

NM_134413 NM_030866

Nacc1 Nfix

nucleus accumb NM_134413 nuclear factor I/X NM_030866

RefSeq RefSeq

Rattus norvegicus nucleus accumbens associated 1 Rattus norvegicus nuclear factor I/X (CCAAT-binding

TC1900001293.r	2034,316
TC1900001357.r	242,2399
TC1900001363.r	181,5448
TC1900001371.r	8906,646

4230,492
684,9506
837,8136
28822,29

0,480869837
0,353660395
0,216688772
0,309019374

-1,056281659 2Down
-1,499563427 2Down
-2,206303696 2Down
-1,694230806 2Down

NM_001191700 Otud4 NM_001135875 Ranbp10 NM_001025637 Psmb10 NM_001107423 Esrp2

OTU deubiquitin NM_001191700 RefSeq RAN binding pro NM_001135875 RefSeq proteasome subuNM_001025637 RefSeq epithelial splicing NM_001107423 RefSeq

Rattus norvegicus OTU deubiquitinase 4 (Otud4), m Rattus norvegicus RAN binding protein 10 (Ranbp10 Rattus norvegicus proteasome subunit beta 10 (Psm Rattus norvegicus epithelial splicing regulatory prote

TC1900001375.r	152,1364

488,0539

0,311720488

-1,681675114 2Down

NM_053605

Smpd3

sphingomyelin p NM_053605

RefSeq

Rattus norvegicus sphingomyelin phosphodiesteras

TC1900001411.r

1657,214

3780,815

0,438321896

-1,189937345 2Down

NM_177930

Vac14

Vac14 homolog ( NM_177930

RefSeq

Rattus norvegicus Vac14 homolog (S. cerevisiae) (V

TC1900001417.r	61,85583
TC1900001470.r	33,86251
TC1900001475.r	415,6313

146,6084
211,8384
1413,343

0,42191191
0,159850669
0,294076739

-1,244986283 2Down
-2,645203311 2Down
-1,765735423 2Down

NM_001106186 Cmtr2 ENSRNOT00000 Mlkl NM_001008893 Ldhd

cap methyltransf NM_001106186 RefSeq mixed lineage kinENSRNOT00000 ENSEMBL lactate dehydrog NM_001008893 RefSeq

Rattus norvegicus cap methyltransferase 2 (Cmtr2), mixed lineage kinase domain-like [gene_biotype:pro Rattus norvegicus lactate dehydrogenase D (Ldhd),

TC1900001477.r	72,434

267,5415

0,270739306

-1,885023742 2Down

NM_012931

Bcar1

breast cancer an NM_012931

RefSeq

Rattus norvegicus breast cancer anti-estrogen resist

TC1900001483.r	80,68015

177,5782

0,454335893

-1,138168812 2Down

NM_001271031 Tmem231

transmembrane

NM_001271031 RefSeq

Rattus norvegicus transmembrane protein 231 (Tme

TC1900001562.r	13,97305

32,77723

0,426303565

-1,230046975 2Down

mRNARGD2567 Ggt5

ENCODES a pro mRNARGD2567 Rat Genome Dat ENCODES a protein that exhibits gamma-glutamyltr

TC1900001575.r	89,23563
TC1900001576.r	6,295699

374,4833
14,4843

0,238290012
0,434656766

-2,069209614 2Down
-1,202051492 2Down

NM_001014155 Taf1c NM_001107435 Kcng4

TATA box binding NM_001014155 RefSeq potassium chann NM_001107435 RefSeq

Rattus norvegicus TATA box binding protein (Tbp)-a Rattus norvegicus potassium channel, voltage gated

TC1900001584.r	273,3458

593,5016

0,460564555

-1,118524711 2Down

NM_133394

Zdhhc7

zinc finger, DHH NM_133394

RefSeq

Rattus norvegicus zinc finger, DHHC-type containin

TC1900001633.r	488,2885
TC1900001653.r	307,4634
TC1900001684.r	123,2822

1099,354
4038,017
250,1703

0,444159479
0,076142176
0,492793109

-1,170850314 2Down
-3,715160395 2Down
-1,020946012 2Down

NM_001077200 Piezo1 NM_001109133 Spata2L NM_001109134 RGD1559896

piezo-type mech NM_001077200 RefSeq spermatogenesis NM_001109133 RefSeq similar to RIKEN NM_001109134 RefSeq

Rattus norvegicus piezo-type mechanosensitive ion Rattus norvegicus spermatogenesis associated 2-lik Rattus norvegicus similar to RIKEN cDNA 2310022B

TC1900001687.r	34,74711

300,3501

0,115688691

-3,111680249 2Down

NM_001011711

Fam89a

family with seque NM_001011711

RefSeq

Rattus norvegicus family with sequence similarity 89

TC1900001694.r	64,07838

168,0019

0,381414615

-1,390567969 2Down

NM_139043

Exoc8

exocyst complex NM_139043

RefSeq

Rattus norvegicus exocyst complex component 8 (E

TC2000000097.r	284,2409

806,98

0,352227936

-1,505418757 2Down

NM_212544

Prr3

proline rich 3

NM_212544

RefSeq

Rattus norvegicus proline rich 3 (Prr3), mRNA.

TC2000000108.r	9066,595
TC2000000131.r	606,7101
TC2000000132.r	216,7916

72708,84
1456,58
762,239

0,124697286
0,416530572
0,284414206

-3,003498032 2Down
-1,263505708 2Down
-1,813934568 2Down

NM_173102 NM_032055 NM_080767

Tubb5 Tap1 Psmb8

tubulin, beta 5 cl NM_173102 transporter 1, AT NM_032055 proteasome subuNM_080767

RefSeq RefSeq RefSeq

Rattus norvegicus tubulin, beta 5 class I (Tubb5), m Rattus norvegicus transporter 1, ATP-binding casset Rattus norvegicus proteasome subunit beta 8 (Psmb

TC2000000133.r	99,40302

280,867

0,353914913

-1,498525539 2Down

ENSRNOT00000 Tap2

transporter 2, AT ENSRNOT00000 ENSEMBL

transporter 2, ATP-binding cassette, sub-family B (M

TC2000000141.r	12,17972

24,42726

0,498611797

-1,004011078 2Down

NM_053815

Btnl2

butyrophilin-like

NM_053815

RefSeq

Rattus norvegicus butyrophilin-like 2 (Btnl2), mRNA.

TC2000000147.r	78,69857

159,1696

0,494432165

-1,016155494 2Down

NM_001002828 Pbx2

pre-B-cell leukemNM_001002828 RefSeq

Rattus norvegicus pre-B-cell leukemia homeobox 2

TC2000000176.r	22,40878

562,1486

0,039862734

-4,648815536 2Down

ENSRNOT00000 LOC103694380 tumor necrosis fa ENSRNOT00000 ENSEMBL

tumor necrosis factor [gene_biotype:protein_coding

TC2000000186.r	212,5456

733,5052

0,289766998

-1,7870348 2Down

NM_053292

Vars

valyl-tRNA synth NM_053292

RefSeq

Rattus norvegicus valyl-tRNA synthetase (Vars), mR

TC2000000196.r	10,96875

25,64459

0,427721792

-1,225255381 2Down

NM_001003975 G4

G4 protein

NM_001003975 RefSeq

Rattus norvegicus G4 protein (G4), mRNA.

TC2000000245.r	802,7806
TC2000000302.r	97,44891
TC2000000308.r	10,30779
TC2000000321.r	89,47385
TC2000000323.r	2978,696

4130,9
243,9333
42,54222
214,8071
7146,029

0,19433552
0,399489984
0,242295536
0,416531157
0,416832341

-2,363378478 2Down
-1,323768764 2Down
-2,045160269 2Down
-1,263503678 2Down
-1,262460876 2Down

ENSRNOT00000 Kctd20 ENSRNOT00000 Uhrf1bp1 NM_001271362 Scube3 NM_001025059 Tbc1d22b NM_001014031 Cmtr1

potassium chann ENSRNOT00000 ENSEMBL UHRF1 binding p ENSRNOT00000 ENSEMBL
signal peptide, C NM_001271362 RefSeq TBC1 domain fa NM_001025059 RefSeq cap methyltransf NM_001014031 RefSeq

potassium channel tetramerization domain containin UHRF1 binding protein 1 [gene_biotype:protein_cod Rattus norvegicus signal peptide, CUB domain, EGF Rattus norvegicus TBC1 domain family, member 22 Rattus norvegicus cap methyltransferase 1 (Cmtr1),

TC2000000360.r	22,6793

50,23282

0,451483711

-1,147254156 2Down

NM_138543

Pde9a

phosphodiestera NM_138543

RefSeq

Rattus norvegicus phosphodiesterase 9A (Pde9a), m

TC2000000366.r	56,09484
TC2000000380.r	113,9533
TC2000000392.r	390,4321
TC2000000628.r	85,66281
TC2000000629.r	3401,892
TC2000000630.r	7913,99

137,4893
461,9174
889,4461
319,6201
6945,729
16228,95

0,407994222
0,246696271
0,438960944
0,268014465
0,48978185
0,487646459

-1,293379374 2Down
-2,019192188 2Down
-1,18783551 2Down
-1,89961723 2Down
-1,029788782 2Down
-1,036092514 2Down

NM_001013074 Pknox1 ENSRNOT00000 Rrp1b NM_001173528 Trappc10 NM_001107633 Gcc2 NM_001145456 Lims1 NM_001191604 Ranbp2

PBX/knotted 1 h NM_001013074 RefSeq ribosomal RNA p ENSRNOT00000 ENSEMBL trafficking protein NM_001173528 RefSeq GRIP and coiled- NM_001107633 RefSeq LIM and senesce NM_001145456 RefSeq RAN binding pro NM_001191604 RefSeq

Rattus norvegicus PBX/knotted 1 homeobox 1 (Pkn ribosomal RNA processing 1B [gene_biotype:protein Rattus norvegicus trafficking protein particle comple Rattus norvegicus GRIP and coiled-coil domain cont Rattus norvegicus LIM and senescent cell antigen-li Rattus norvegicus RAN binding protein 2 (Ranbp2),

TC2000000639.r	22798,6

68574,92

0,332462655

-1,588735799 2Down

mRNARGD6494 LOC100911178 ENCODES a pro mRNARGD6494 Rat Genome Dat ENCODES a protein that exhibits peptidyl-prolyl cis-

TC2000000647.r	606,0563
TC2000000706.r	73,37138
TC2000000718.r	118,3139
TC2000000726.r	5,918328
TC2000000775.r	16,1149
TC2000000797.r	45,64978

1597,612
272,5019
244,2917
13,59596
32,92582
1023,57

0,379351369
0,269250893
0,484314039
0,435300486
0,489430483
0,044598591

-1,398393349 2Down
-1,892976964 2Down
-1,04598527 2Down
-1,199916463 2Down
-1,030824135 2Down
-4,486858051 2Down

ENSRNOT00000 Pla2g12b NM_001025113 Kpna5 ENSRNOT00000 Dcbld1 ENSRNOT00000 Rsph4a ENSRNOT00000 Col10a1 NM_001044248 Traf3ip2

phospholipase A ENSRNOT00000 ENSEMBL karyopherin alph NM_001025113 RefSeq discoidin, CUB a ENSRNOT00000 ENSEMBL radial spoke hea ENSRNOT00000 ENSEMBL collagen, type X, ENSRNOT00000 ENSEMBL Traf3 interacting NM_001044248 RefSeq

phospholipase A2, group XIIB [gene_biotype:protein Rattus norvegicus karyopherin alpha 5 (importin alp discoidin, CUB and LCCL domain containing 1 [gen radial spoke head 4 homolog A (Chlamydomonas) [g collagen, type X, alpha 1
Rattus norvegicus Traf3 interacting protein 2 (Traf3i

TC2000000842.r	16,60965

40,30563

0,412092554

-1,278959699 2Down

MTA_TR100000 NONMMUG0034 Non-coding trans MTA_TR100000 MTA2Rn6

Non-coding transcript identified by NONCODE: Exo

TC2000000845.r	4866,786

12503,16

0,389244479

-1,361251518 2Down

NM_001029925 Ostm1

osteopetrosis as NM_001029925 RefSeq

Rattus norvegicus osteopetrosis associated transme

TC2000000886.r	2446,341

5191,772

0,471195769

-1,08560151 2Down

NM_031324

Prep

prolyl endopeptid NM_031324

RefSeq

Rattus norvegicus prolyl endopeptidase (Prep), mR

TC2000000981.r	126,7601

3776,975

0,033561276

-4,897058626 2Down

NM_053299

Ubd

ubiquitin D

NM_053299

RefSeq

Rattus norvegicus ubiquitin D (Ubd), mRNA.

TC2000000997.r	126,9438

889,4114

0,142727876

-2,808660962 2Down

NM_001011665 Trim26

tripartite motif-co NM_001011665 RefSeq

Rattus norvegicus tripartite motif-containing 26 (Trim

TC2000001055.r	35,44262
TC2000001061.r	236,7204

73,9321
512,8275

0,479394201
0,461598491

-1,060715638 2Down
-1,115289588 2Down

NM_212549 NM_012708

Ring1 Psmb9

ring finger protei NM_212549 proteasome subuNM_012708

RefSeq RefSeq

Rattus norvegicus ring finger protein 1 (Ring1), mRN Rattus norvegicus proteasome subunit beta 9 (Psmb

TC2000001062.r	42,61043

85,91295

0,495972144

-1,011669 2Down

mRNARGD2738 Psmb8

ENCODES a pro mRNARGD2738 Rat Genome Dat ENCODES a protein that exhibits threonine-type en

TC2000001063.r	188,9337
TC2000001086.r	33,43726

722,3148
81,00862

0,261566979
0,412761753

-1,934747674 2Down
-1,2766188 2Down

ENSRNOT00000 LOC103689996 antigen peptide t ENSRNOT00000 ENSEMBL ENSRNOT00000 LOC103694381  lymphotoxin-beta ENSRNOT00000 ENSEMBL

transporter 2, ATP-binding cassette, sub-family B (M lymphotoxin beta (TNF superfamily, member 3) [gen

TC2000001108.r TC2000001140.r

324,4276
47,50223

776,7399
180,1583

0,417678556
0,263669395

-1,259535018 2Down
-1,923197971 2Down

NM_212462 NM_053812

Prrc2a Bak1

proline-rich coile NM_212462 BCL2-antagonist NM_053812

RefSeq RefSeq

Rattus norvegicus proline-rich coiled-coil 2A (Prrc2a Rattus norvegicus BCL2-antagonist/killer 1 (Bak1),

TC2000001146.r

1014,255

2246,578

0,451466631

-1,147308738 2Down

NM_001025726 Srpk1

SRSF protein kin NM_001025726 RefSeq

Rattus norvegicus SRSF protein kinase 1 (Srpk1), m

TC2000001195.r

15,31037

37,5223

0,408033889

-1,293239115 2Down

NM_001106377 RGD1564450

RGD1564450

NM_001106377 RefSeq

Rattus norvegicus RGD1564450 (RGD1564450), m

TC2000001241.r	171,9587

385,3274

0,446266474

-1,164022669 2Down

NM_001013073 Btbd9

BTB (POZ) domaNM_001013073 RefSeq

Rattus norvegicus BTB (POZ) domain containing 9 (

TC2000001267.r	111,2291

302,6502

0,367517021

-1,444117026 2Down

NM_021693

Sik1

salt-inducible kin NM_021693

RefSeq

Rattus norvegicus salt-inducible kinase 1 (Sik1), mR

TC2000001297.r	4,336248
TC2000001319.r	129,5761
TC2000001341.r	18,29583
TC2000001365.r	144,6263
TC2000001367.r	138,8607
TC2000001412.r	1102,271

10,11024
491,9554
38,20367
354,9382
365,0098
6176,518

0,428896643
0,263389933
0,47890242
0,407468962
0,38043006
0,178461554

-1,22129807 2Down
-1,924727888 2Down
-1,06219637 2Down
-1,295237925 2Down
-1,39429685 2Down
-2,486314788 2Down

NM_001108929 RGD1561557 NM_001035232 Slc19a1 NM_001106383 Slc5a4
NM_001039455 Specc1l ENSRNOT00000 Bcr ENSRNOT00000 Ccdc6

similar to chromo NM_001108929 RefSeq solute carrier famNM_001035232 RefSeq solute carrier famNM_001106383 RefSeq sperm antigen wi NM_001039455 RefSeq breakpoint cluste ENSRNOT00000 ENSEMBL coiled-coil domai ENSRNOT00000 ENSEMBL

Rattus norvegicus similar to chromosome 21 open r Rattus norvegicus solute carrier family 19 (folate tra Rattus norvegicus solute carrier family 5 (glucose ac Rattus norvegicus sperm antigen with calponin hom breakpoint cluster region [gene_biotype:protein_cod coiled-coil domain containing 6 [gene_biotype:protei

TC2000001532.r	49,75966

100,7654

0,493816925

-1,01795181 2Down

NM_181639

Slc29a3

solute carrier famNM_181639

RefSeq

Rattus norvegicus solute carrier family 29 (equilibrat

TC2000001565.r	7890,077
TC2000001585.r	294,7015
TC2000001598.r	132,5417
TC2000001680.r	1570,294

17144,55
822,6443
273,4628
5363,971

0,460209046
0,358236847
0,484679086
0,292748413

-1,119638753 2Down
-1,48101436 2Down
-1,044898263 2Down
-1,772266743 2Down

NM_001037201 Ddx21 NM_001107631 Gopc ENSRNOT00000 Mcm9 ENSRNOT00000 RGD1561777

DEAD (Asp-Glu- NM_001037201 RefSeq
golgi associated NM_001107631 RefSeq minichromosome ENSRNOT00000 ENSEMBL similar to Na+ de ENSRNOT00000 ENSEMBL

Rattus norvegicus DEAD (Asp-Glu-Ala-Asp) box hel Rattus norvegicus golgi associated PDZ and coiled- minichromosome maintenance complex component similar to Na+ dependent glucose transporter 1 [gen

TC2000001692.r	118,133

397,7871

0,296975442

-1,751584459 2Down

NM_031011

Amd1

adenosylmethion NM_031011

RefSeq

Rattus norvegicus adenosylmethionine decarboxyla

TC2000001747.r	231,9776
TC2000001800.r	42,21076
TC2000001803.r	6831,87
TC2000001805.r	5958,858
TC2000001812.r	9,55401
TC2000001821.r	285,2536

502,6551
721,7568
14848,79
38840,51
24,32031
578,4951

0,461504519
0,058483356
0,460096075
0,153418634
0,392840798
0,493095966

-1,115583321 2Down
-4,095830085 2Down
-1,119992945 2Down
-2,704454371 2Down
-1,347983326 2Down
-1,020059645 2Down

ENSRNOT00000 Aim1 NM_001002807 Clic1 NM_001008827 RT1-A1 NM_001137643 Gstt3 ENSRNOT00000 Ak9 NM_001008842 RT1-CE4

absent in melano ENSRNOT00000 ENSEMBL chloride intracell NM_001002807 RefSeq RT1 class Ia, loc NM_001008827 RefSeq glutathione S-tra NM_001137643 RefSeq adenylate kinase ENSRNOT00000 ENSEMBL RT1 class I, locu NM_001008842 RefSeq

absent in melanoma 1 [gene_biotype:protein_coding Rattus norvegicus chloride intracellular channel 1 (C Rattus norvegicus RT1 class Ia, locus A1 (RT1-A1), Rattus norvegicus glutathione S-transferase, theta 3 adenylate kinase 9 [gene_biotype:protein_coding tra Rattus norvegicus RT1 class I, locus CE4 (RT1-CE4

TC2000001823.r	4013,935

15894,09

0,252542612

-1,985401259 2Down

NM_033098

Tapbp

TAP binding prot NM_033098

RefSeq

Rattus norvegicus TAP binding protein (tapasin) (Ta

TCUn_KL568184

258,827

1219,996

0,212153974

-2,23681639 2Down

NM_008773

P2ry2

purinergic recept NM_008773

Mm2Rn5

purinergic receptor P2Y, G-protein coupled 2 (P2ry2

TCUn_KL568458 TCUn_KL568458

341,4612
61,21909

1096,015
131,3847

0,311547926
0,465952961

-1,682473983 2Down
-1,101743776 2Down

ENSRNOT00000 Vps37c ENSRNOT00000 ---

vacuolar protein ENSRNOT00000 ENSEMBL Protein LOC1009ENSRNOT00000 ENSEMBL

vacuolar protein sorting 37 homolog C (S. cerevisiae Protein LOC100911215

TSUnmapped00

340,8379

748,2861

0,455491422

-1,134504209 2Down

NM_001301286 Tpm3

tropomyosin 3

NM_001301286 RefSeq

Rattus norvegicus tropomyosin 3 (Tpm3), transcript

TSUnmapped00 TSUnmapped00 TSUnmapped00

20,28393
14,65818
64,64995

186,198
34,93688
129,8971

0,108937421
0,419561793
0,497701257

-3,198428471 2Down
-1,25304479 2Down
-1,006648063 2Down

NM_012675 NM_198740 NM_032056

Tnf
RT1-DMb
Tap2

tumor necrosis fa NM_012675 RT1 class II, locu NM_198740 transporter 2, AT NM_032056

RefSeq RefSeq RefSeq

Rattus norvegicus tumor necrosis factor (Tnf), mRN Rattus norvegicus RT1 class II, locus DMb (RT1-DM Rattus norvegicus transporter 2, ATP-binding casset

TSUnmapped00

27920,83

64737,2

0,43129499

-1,213253139 2Down

NM_001127449 Actg1

actin, gamma 1

NM_001127449 RefSeq

Rattus norvegicus actin, gamma 1 (Actg1), mRNA.

TSUnmapped00

184,0153

416,7805

0,441516098

-1,179462055 2Down

NM_017228

Atn1

atrophin 1

NM_017228

RefSeq

Rattus norvegicus atrophin 1 (Atn1), mRNA.

TSUnmapped00

35,43571

140,9186

0,251462263

-1,991586186 2Down

NM_147135

Sbk1

SH3 domain bind NM_147135

RefSeq

Rattus norvegicus SH3 domain binding kinase 1 (Sb

TSUnmapped00 TSUnmapped00

557,7656
25800,77

1122,312
57776,28

0,496979093
0,446563365

-1,008742933 2Down
-1,163063195 2Down

NM_001012146 Dgcr2 NM_001011995 Tuba1c

DiGeorge syndro NM_001012146 RefSeq tubulin, alpha 1C NM_001011995 RefSeq

Rattus norvegicus DiGeorge syndrome critical regio Rattus norvegicus tubulin, alpha 1C (Tuba1c), mRN

TSUnmapped00 TSUnmapped00

1645,674
21,93518

3409,348
358,2259

0,482694638
0,061232814

-1,050817293 2Down
-4,029551199 2Down

NM_080904 NM_212507

Arf3 Ltb

ADP-ribosylation NM_080904 lymphotoxin beta NM_212507

RefSeq RefSeq

Rattus norvegicus ADP-ribosylation factor 3 (Arf3), Rattus norvegicus lymphotoxin beta (TNF superfami

TSUnmapped00 TSUnmapped00

327,7535
19,07832

1141,854
44,96047

0,287036259
0,424335422

-1,800695104 2Down
-1,236722981 2Down

NM_001107463 Vps37c NM_001000807 Olr1247

vacuolar protein NM_001107463 RefSeq olfactory recepto NM_001000807 RefSeq

Rattus norvegicus vacuolar protein sorting 37 homol Rattus norvegicus olfactory receptor 1247 (Olr1247)
